S1 Table. A list of HSV-1 envelope glycoprotein-derived glycopeptides identified in the

MS/MS analysis.
Unambiguous
N- | Sequence® C- | Entry Gene | Accession | UniProt Activation Modifications O-linked - XCorr
type glycosylation
sites
APSSPGTPGVAAATQAANGGP Envelope
31 | ATPAPPAPGAPPTGLPKPK 70 |GBHHVIL |gB |Pio211 | FEOR | HCD 2x HexNAc 7.50
APSSPGTPGVAAATQAANGGP Envelope
31 | AT APOAPGAPPTGLPKPK 70 |GBHHVIL |gB |P10211 | MRS | HCD 3x HexNAc 6.89
SSPGTPGVAAATQAANGGPAT Envelope
33 | A PPAPGAPPTGLPKPK 70 |GBHHVIL |gB |Pi0211 | FEOR | HCD 2x HexNAc 8.20
AATQAANGGPATPAPPAPGAP Envelope
22| SrenerpK 70 |GBHHVIL |gB |P10211 | WS | HCD 2x HexNAc 5.17
ATQAANGGPATPAPPAPGAPP Envelope
43 | TaopkpK 70 |GBHHVIL |gB |Pi0211 | EOR | HCD 2x HexNAc 5.45
ATQAANGGPATPAPPAPGAPP Envelope T44; T53;
43 | Tamerpk 70 |GBHHVIL |gB |P10211 | WS | HCD 3x HexNAc o4 4.04
a4 | TQAANGGPATPAPPAPGAPPT | 2 | op pvin | g8 |paoo11 | EMVelope HCD 2% HexNAc 5.05
GDPKPK glycoprotein B
46 | AANGGPATPAPPAPGAPPTGD | 7 | op phvia | g |pio211 | EMVElope HCD 2x HexNAc T53; T64 4.93
PKPK glycoprotein B
49 | GGPATPAPPAPGAPPTGDPKPK | 70 | GB_HHVI1 |gB |Pio211 | ENvelope ETD TS(HexNAC) T53 3.96
glycoprotein B
49 | GGPATPAPPAPGAPPTGDPKPK | 70 | GB_HHVI1 |gB |Pio211 | ENvelope HCD 1x HexNAc 4.86
glycoprotein B
49 | GGPATPAPPAPGAPPTGDPKPK | 70 | GB_HHVI1 |gB |Pio211 | ENvelope HCD 2% HexNAc T53; T64 4.70
glycoprotein B
49 | GGPATPAPPAPGAPPTGDPKPK | 70 | GB_HHVI1 |gB |Pio211 | Envelope HCD Lx HexNAc; 1x T53; T64 3.80
glycoprotein B Hex1HexNAcl
49 | GGPATPAPPAPGAPPTGDPKPK | 70 | GB_HHVI1 |gB |Pio211 | ENvelope HCD 2x Hex1HexNAcl | T53; T64 4.86
glycoprotein B
50 | GPATPAPPAPGAPPTGDPKPK |70 |GB_HHVI1 |gB |Pio211 | Envelope ETD Ta(HexNAc), T53; T64 3.33
glycoprotein B T15(HexNAc)
50 | GPATPAPPAPGAPPTGDPKPK |70 |GB_HHVI1 |gB |Pio211 | ENvelope HCD 2% HexNAC T53; T64 5.66
glycoprotein B
50 | GPATPAPPAPGAPPTGDPKPK |70 |GB_HHVI1 |gB |Pio211 | Envelope HCD 2x HexlHexNAcl | T53; T64 4.08
glycoprotein B
51 | PATPAPPAPGAPPTGDPKPK |70 |GB_HHVI1 |gB |Pio211 | Envelope HCD 2% HexNAC T53; T64 4.84
glycoprotein B
Envelope T1(HexNAc); i
53 | TPAPPAPGAPPTGDPKPK 70 |GBHHVIL |gB |P10211 | WEPRS L | ETD T12(HexNAG) T53; T64 3.23
53 | TPAPPAPGAPPTGDPKPK 70 | GB_HHVI1 |gB |Pi0211 | Envelope HCD 2% HexNAc T53; T64 4.17
glycoprotein B
DIKAENTDANFYVCPPPTGATV Envelope
103 | | oregpR 131 | GB_HHVIL | g8 |P10211 | WS | HCD 1x HexNAc 3.37
DIKAENTDANFYVCPPPTGATV Envelope
103 | | oreopRr 131 |GB_HHVIL | g8 |Pio211 | PO | HCD 1x Hex1HexNAcl 6.79
106 | AENTDANFYVCPPPTGATWQ | 151 | gg HHvi1 | gB | Pio211 | EVvelope ETD T15(HexNAC) T120 4.14
FEQPR glycoprotein B
106 | AENTDANFYVCPPPTGATWVQF | 15 | G5 pvi1 | g8 | Pro211 | EVVelope HCD 1x HexNAc 6.93
EQPR glycoprotein B
106 | AENTDANFYVCPPPTGATWQF | 155 | g Vi1 |gB | Piop11 | EVvelope HCD 1x HexNAc 4.26
EQPRR glycoprotein B
108 | NTDANFYVCPPPTGATWQFE | 15 | Gg pHvi1 | g8 | Pro211 | EVVelope HCD 1x HexNAc 6.15
QPR glycoprotein B
113 | FYVCPPPTGATVVQFEQPR 131 |GB_HHVI1 |gB |P1op11 | ENvelope HCD 1x HexNAc 5.71
glycoprotein B
Envelope
114 | YVCPPPTGATVVQFEQPR 131 | GB_HHVIL |gB | P10211 . HCD 1x HexNAc 4.02
glycoprotein B
115 | VCPPPTGATVVQFEQPR 131 |GB_HHV11 |gB |P1op11 | ENvelope ETD T6(HexNAC) T120 2.40
glycoprotein B
Envelope
115 | VCPPPTGATVVQFEQPR 131 | GB_HHVIL |gB | P10211 . HCD 1x HexNAc 3.10
glycoprotein B
106 | AENTDANFYVCPPPTGATWQF | 151 | gg HHvi1 | g8 | Piop1 | EVvelope HCD 1x Hex1HexNAcl 7.17
EQPR glycoprotein B
106 | AENTDANFYVCPPPTGATWQF | 15 | Gg pHvi1 | g8 | Pro211 | EVVelope HCD 2% Hex1HexNAcl 6.11
EQPR glycoprotein B
167 | DVTVSQVWFGHR 178 | GB_HHV11 |gB |P1op11 | ENvelope ETD T3(HexNAC) T169 5.34

glycoprotein B

! Unambiguous O-glycosylation sites within peptide sequences are marked in bold.




Envelope

167 | DVTVSQVWFGHR 178 | GB_HHV11 |gB |P10211 . HCD 1x HexNAc 4.39
glycoprotein B
Envelope
216 | NNLETTAFHR 225 | GB_HHV11 |gB | P10211 . ETD T6(HexNAc) T221 2.77
glycoprotein B
216 | NNLETTAFHR 225 | GB_HHVI1 |gB |Pi0211 | Envelope HCD 1x HexNAc 2.78
glycoprotein B
NNLETTAFHRDDHETDMELKP Envelope
216 | ANAATR 242 | GB_HHVIL | g8 |Pl0211 | (GPURR L o | ETD T5(HexNAc) 5.47
NNLETTAFHRDDHETDMELKP Envelope
216 | \NAATR 242 | GBHHVIL | g8 | P10211 | WS o | HCD 1x HexNAc 5.08
200 | TTAFHRDDHETDMELKPANAA | 515 | 6g pHvil | g8 | pio211 | EMVelope ETD T22(HexNAC) T241 6.80
TR glycoprotein B
Envelope
265 | YGTTVNCIVEEVDAR 279 | GB_HHV11 |gB | P10211 . HCD 2x HexNAc 4.12
glycoprotein B
305 | EGSHTEHTSYAADRFK 320 | GB_HHVI1 |gB |Pio211 | Envelope ETD T5(HexNAC) T309 5.56
glycoprotein B
305 | EGSHTEHTSYAADRFK 320 | GB_HHVI1 |gB |Pi0211 | Envelope ETD T8(HexNAC) T312 5.37
glycoprotein B
305 | EGSHTEHTSYAADRFK 320 | GB_HHVI1 |gB |Pio211 | Envelope ETD TS(Hex1HexNAcl) | T309 4.09
glycoprotein B
305 | EGSHTEHTSYAADRFK 320 | GB_HHVI1 |gB |Pi0211 | Envelope HCD 1x Hex1HexNAcl 4.74
glycoprotein B
Envelope
475 | KPPNPTPPPP 484 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc T480 2.71
glycoprotein B
Envelope
475 | KPPNPTPPPPG 485 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc T480 3.11
glycoprotein B
Envelope
475 | KPPNPTPPPPGA 486 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc T480 3.42
glycoprotein B
Envelope
475 | KPPNPTPPPPGAS 487 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc 3.78
glycoprotein B
Envelope
475 | KPPNPTPPPPGASAN 489 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc 4.43
glycoprotein B
475 | KPPNPTPPPPGASANASVER | 494 | GB_HHVI1 |gB |Pio211 | ENvelope ETD T6(HexNAC) T480 4.35
glycoprotein B
475 | KPPNPTPPPPGASANASVER | 494 | GB_HHVI1 |gB | Pio211 | ENVelope HCD 1x HexNAc 5.16
glycoprotein B
475 | KPPNPTPPPPGASANASVER | 494 | GB_HHVI1 |gB |Pio211 | ENvelope HCD 2% HexNAC 3.53
glycoprotein B
Envelope
475 | KPPNPTPPPPG 485 | GB_HHV11 |gB | P10211 . HCD 1x HexlHexNAcl | T480 2.91
glycoprotein B
Envelope
475 | KPPNPTPPPPGA 486 | GB_HHV11 |gB | P10211 . HCD 1x HexlHexNAcl | T480 3.22
glycoprotein B
495 | IKTTSSIEFAR 505 | GB_HHVI1 |gB | P10211 | EMvelope ETD T3(HexNAc); T497; T498 | 3.42
glycoprotein B T4(HexNAc)
495 | IKTTSSIEFAR 505 | GB_HHVI1 |gB |Pio211 | EMvelope ETD T3(Hex1HexNAcL) 2.03
glycoprotein B
Envelope
495 | IKTTSSIEFAR 505 | GB_HHV11 |gB | P10211 . ETD S5(Hex1HexNAcl) | S499 2.85
glycoprotein B
Envelope T3(Hex1HexNAc1l); i
495 | IKTTSSIEFAR 505 | GB_HHVIL |gB |Pl0211 | (W0R% . o | ETD Ta(HoxlHoxNAl) | T497: T498 | 334
495 | IKTTSSIEFAR 505 | GB_HHVI1 |gB |pPlo211 | ENVelope HCD 1x Hex1HexNAcl 2.76
glycoprotein B
Envelope
545 | LNPNAIASATVGR 557 | GB_HHV11 |gB | P10211 . ETD T10(HexNAC) T554 2.34
glycoprotein B
Envelope
545 | LNPNAIASATVGR 557 | GB_LHHV11 |gB | P10211 . HCD 1x HexNAc 2.35
glycoprotein B
Envelope
628 | DAIEPCTVGHR 638 | GB_HHV11 |gB | P10211 . ETD T7(HexNAc) T634 2.82
glycoprotein B
Envelope
628 | DAIEPCTVGHR 638 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc 3.12
glycoprotein B
Envelope
625 | LTRDALEPCTVGHR 638 | GB_HHV11 |gB | P10211 . ETD T10(HexNAC) T634 4.67
glycoprotein B
Envelope
625 | LTRDALEPCTVGHR 638 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc 4.55
glycoprotein B
Envelope
628 | DALEPCTVGHR 638 | GB_HHV11 |gB | P10211 . ETD T7(HexNAc) T634 3.01
glycoprotein B
Envelope
628 | DALEPCTVGHR 638 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc T634 2.12
glycoprotein B
Envelope
628 | DALEPCTVGHRR 639 | GB_HHV11 |gB | P10211 . ETD T7(HexNAc) T634 3.62
glycoprotein B
Envelope
678 | LEDHEFVPLEVYTR 691 | GB_HHV11 |gB | P10211 . HCD 1x HexNAc 4.83
glycoprotein B
Envelope
683 | FVPLEVYTR 691 | GB_HHV11 |gB | P10211 . ETD T8(HexNAc) T690 2.47
glycoprotein B
692 | HEIKDSGLLDYTEVQR 707 | GB HHVIL |gB | P10211 | EMvelope ETD T12(HexNAC) 1703 5.33

glycoprotein B




Envelope

692 | HEIKDSGLLDYTEVQR 707 | GB_HHV11 gB P10211 . HCD 1x HexNAc 5.87
glycoprotein B
692 | HEIKDSGLLDYTEVQRR 708 | GB_HHVI1 |gB |Pio211 | Envelope ETD T12(HexNAC) 1703 7.37
glycoprotein B
Envelope
692 | HEIKDSGLLDYTEVQRR 708 | GB_HHV11 gB P10211 . HCD 1x HexNAc 5.24
glycoprotein B
Envelope
696 | DSGLLDYTEVQR 707 | GB_HHV11 gB P10211 ) HCD 1x HexNAc 2.50
glycoprotein B
696 | DSGLLDYTEVQRR 708 | GB_HHVI1 |gB |Pi0211 | Envelope ETD T8(HexNAC) T703 1.92
glycoprotein B
Envelope
697 | SGLLDYTEVQR 707 | GB_HHV11 gB P10211 ) ETD T7(HexNAc) T703 2.41
glycoprotein B
Envelope
697 | SGLLDYTEVQR 707 | GB_HHV11 gB P10211 . HCD 1x HexNAc 2.84
glycoprotein B
76 | TTPTEPASPPTTPKP 90 GC_HHV11 GC P10228 Glycoprotein C | HCD 2x HexNAc 251
76 | TTPTEPASPPTTPKPT 91 | GC_HHV11 GC P10228 Glycoprotein C | ETD T16(HexNAc) T91 3.43
76 | TTPTEPASPPTTPKPT 91 | GC_HHV11 GC P10228 Glycoprotein C | HCD 1x HexNAc 2.70
76 | TTPTEPASPPTTPKPT 91 | GC_HHV11 GC P10228 Glycoprotein C | HCD 2x HexNAc 2.51
76 | TTPTEPASPPTTPKPTS 92 | GC_HHV11 GC P10228 Glycoprotein C | HCD 2x HexNAc 2.74
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | ETD T12(HexNAc) T87 3.16
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | ETD T16(HexNAc) T91 4.98
76 | TTPTEPASPPTTPKPTSTPK 95 GC_HHV11 GC P10228 Glycoprotein C | ETD T1(HexNA); T76; S92 3.44
S17(HexNAc)
. S8(HexNAc);
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | ETD S17(HexNAC) S92 2.81
76 | TTPTEPASPPTTPKPTSTPK 95 GC_HHV11 GC P10228 Glycoprotein C | ETD T12(HexNAc); T87; T91 3.95
T16(HexNAc)
) T16(HexNAC);
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | ETD T18(HexNAC) T93 2.83
T4(HexNAc);
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | ETD T11(HexNAc); T79 3.77
T12(HexNAC)
T4(HexNAc);
. T11(HexNAc); T86; T87;
76 | TTPTEPASPPTTPKPTSTPK 95 GC_HHV11 GC P10228 Glycoprotein C | ETD T12(HexNAC): To1 3.19
T16(HexNAc)
T4(HexNAc);
T11(HexNAc); T86: T87-
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | ETD T12(HexNAc); ! ! 3.82
’ T91; T93
T16(HexNAc);
T18(HexNAC)
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | HCD 1x HexNAc 3.57
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | HCD 2x HexNAc 3.32
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | HCD 3x HexNAc 2.21
76 | TTPTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | HCD 4x HexNAc 2.10
T9(HexNAc); T86: T87:
78 | PTEPASPPTTPKPTSTPK 95 | GC_HHV11 GC P10228 Glycoprotein C | ETD T10(HexNAc); ! ! 3.44
T91
T14(HexNAC)
96 | SPPTSTPD 103 | GC_HHV11 GC P10228 Glycoprotein C | HCD 2x HexNAc 2.50
96 | SPPTSTPDPK 105 | GC_HHV11 GC P10228 Glycoprotein C | HCD 1x HexNAc 2.58
’ T4(HexNAc); .
96 SPPTSTPDPKPK 107 | GC_HHV11 GC P10228 Glycoprotein C | ETD T6(HexNAC) T99; T101 2.81
96 SPPTSTPDPKPK 107 | GC_HHV11 GC P10228 Glycoprotein C | HCD 1x HexNAc 4.40
96 | SPPTSTPDPKPK 107 | GC_HHV11 GC P10228 Glycoprotein C | HCD 2x HexNAc 3.37
96 | SPPTSTPDPKPKN 108 | GC_HHV11 GC P10228 Glycoprotein C | ETD T4(HexNAc) 3.74
96 | SPPTSTPDPKPKN 108 | GC_HHV11 GC P10228 Glycoprotein C | HCD 1x HexNAc 5.45
284 | ATCTAAAYYPR 294 | GC_HHV11 GC P10228 Glycoprotein C | HCD 1x HexNAc 3.34
284 | ATCTAAAYYPR 294 | GC_HHV11 GC P10228 Glycoprotein C | HCD 1x Hex1HexNAcl 2.90
411 | SAVTAQESCDHPGLATVR 428 | GC_HHV11 GC P10228 Glycoprotein C | ETD T4(HexNAc) T414 5.83
411 | SAVTAQESCDHPGLATVR 428 | GC_HHV11 GC P10228 Glycoprotein C | ETD T16(HexNAc) T426 4.02
411 | SAVTAQESCDHPGLATVR 428 | GC_HHV11 GC P10228 Glycoprotein C | HCD 1x HexNAc 7.29




411 | SAVTAQESCDHPGLATVR 428 | GC_HHV11 |GC |P10228 | Glycoprotein C | HCD 2x HexNAc 3.26
26 | KYALVDASLK 35 |GD_HHVI1 |gD |Qegoer | Envelope ETD S8(HexNAC) 533 3.34
glycoprotein D
Envelope
26 | KYALVDASLK 35 |GD_HHVI1 |gD | Q69091 . ETD S8(Hex1HexNAcl) | S33 3.06
glycoprotein D
26 | KYALVDASLK 35 |GD_HHVI1 |gD |Qegoer | Envelope HCD 1x HexNAc 3.86
glycoprotein D
Envelope
26 | KYALVDASLK 35 |GD_HHVI1 |gD | Q69091 . HCD 1x Hex1HexNAcl 3.26
glycoprotein D
Envelope
27 | YALVDASLK 35 |GD HHVI1 |gD | Q69091 . ETD S7(HexNAC) 533 2.01
glycoprotein D
27 | YALVDASLK 35 |GD_HHVI1 |gD |Qesoer | Envelope HCD 1x HexNAc 2.76
glycoprotein D
Envelope
93 | SVLLNAPSEAPQIVR 107 | GD_HHV11 |gD | Q69091 . ETD S8(HexNAC) 5100 3.05
glycoprotein D
93 | SVLLNAPSEAPQIVR 107 | GD_HHVI1 |gD | Qegoe1 | ENvelope ETD S8(Hex1HexNAcl) | S100 3.06
glycoprotein D
Envelope
93 | SVLLNAPSEAPQIVR 107 | GD_HHV11 |gD | Q69091 . HCD 1x HexNAc 4.39
glycoprotein D
Envelope
93 | SVLLNAPSEAPQIVR 107 | GD_HHVI1 |gD | Q69091 . HCD 1x Hex1HexNAcl 4.76
glycoprotein D
93 | SVLLNAPSEAPQIVR 107 | GD_HHVI1 |gD | Qegog1 | ENvelope HCD 2% HexlHexNAcl | S93;S100 | 4.37
glycoprotein D
Envelope
96 | LNAPSEAPQIVR 107 | GD_HHV11 |gD | Q69091 . ETD S5(HexNAC) $100 2.47
glycoprotein D
Envelope
96 | LNAPSEAPQIVR 107 | GD_HHVI1 |gD | Q69091 . HCD 1x HexNAc 5100 2.77
glycoprotein D
Envelope
98 | APSEAPQIVR 107 | GD_HHVI1 |gD | Q69091 . HCD 1x HexNAc $100 2.63
glycoprotein D
248 | FIPENQRTVAVYS 260 | GD_HHV11 | gD | Qegoer | Envelope ETD T8(Hex1HexNAcl) | T255 3.46
glycoprotein D
248 | FIPENQRTVAVYSLK 262 | GD_HHV11 | gD |Qegoe1 | Envelope ETD T8(Hex1HexNAcl) | T255 5.15
glycoprotein D
248 | FIPENQRTVAVYSLK 262 | GD_HHV11 | gD | Qegoe1 | Envelope HCD 1x Hex1HexNAcl 3.00
glycoprotein D
Envelope T8(HexNAc);
248 | FIPENQRTVAVYSLK 262 | GD_HHV11 | gD | Q69091 | (BFURR L o | ETD A e 2.99
255 | TVAVYSLK 262 | GD_HHV11 | gD | Qegoe1 | Envelope ETD T1(HexNAC) T255 1.97
glycoprotein D
255 | TVAVYSLK 262 | GD_HHV11 | gD |Qegoe1 | Envelope HCD 1x HexNAc 3.03
glycoprotein D
Envelope
255 | TVAVYSLK 262 | GD_HHV11 |gD | Q69091 . HCD 1x Hex1HexNAcl 2.08
glycoprotein D
255 | TVAVYSLK 262 | GD_HHV11 | gD |Qegoe1 | Envelope HCD 2x HexNAC 2.80
glycoprotein D
Envelope
255 | TVAVYSLK 262 | GD_HHV11 |gD | Q69091 . HCD 2x Hex1HexNAcl 2.33
glycoprotein D
29 | RVSVGEDVSLLPAPGPTGR 47 |GE_HHVI1 |gE |Posasgg | Envelope ETD T17(HexNAC) 145 6.16
glycoprotein E
Envelope S9(HexNAc); i
29 | RVSVGEDVSLLPAPGPTGR 47 |GEHHVIL |gE |Poadss | WEORS L | ETD T17(HexNAS) S37; T45 4.87
S3(HexNAc); . .
29 | RVSVGEDVSLLPAPGPTGR 47 | GE_HHV11 |gE | Po44ss Er‘é‘:of;einE ETD S9(HexNAC); iié S37; 2.80
glycop T17(HexNAC)
Envelope S9(HexNAc); i
29 | RVSVGEDVSLLPAPGPTGR 47 |GE_HHVIL |gE |Posags | FERS o | ETD T17(HexitoNAcy) | 537 T4 3.54
29 | RVSVGEDVSLLPAPGPTGR 47 |GE_HHVI1 |gE |Possgg | Envelope ETD T17(Hex1HexNAcl) | T45 4.17
glycoprotein E
Envelope
29 | RVSVGEDVSLLPAPGPTGR 47 |GE_HHV11 |gE | Po44ss . HCD 1x HexNAc 3.27
glycoprotein E
29 | RVSVGEDVSLLPAPGPTGR 47 |GE_HHVI1 |gE |Posssg | ENvelope HCD 1x Hex1HexNAcl 3.19
glycoprotein E
RVSVGEDVSLLPAPGPTGRGPT Envelope T17(HexNAc); ]
29 | o 52 |GEHHVIL |gE |Podsss | PERS o | ETD T22(HxNAD) T45; T50 4.52
29 | RVSVGEDVSLLPAPGPTGRGPT | o | oe piv1 | g | possgg | ENVelope ETD T17(Hex1HexNAcl) | T45 6.21
QK glycoprotein E
RVSVGEDVSLLPAPGPTGRGPT Envelope S9(Hex1HexNAcL); ]
29 | o 52 |GEHHVIL |gE |Podsss | PERS o | ETD 17 (HexitexNAc) | 537 T4 5.66
29 | RVSVGEDVSLLPAPGPTGRGPT | o | oe piv1y | ge | possgg | ENVelope HCD 1x Hex1HexNAcl 3.70
QK glycoprotein E
29 | RVSVGEDVSLLPAPGPTGRGPT | o | oe pivi1 | ge | poasgg | ENVelope HCD 2% Hex1HexNAc1 411
QK glycoprotein E
30 | VSVGEDVSLLPAPGPTGR 47 |GE_HHVI1 |gE |Posasgg | Envelope ETD T16(HexNAC) 145 5.43
glycoprotein E
Envelope S8(HexNAc); i
30 | VSVGEDVSLLPAPGPTGR 47 |GE_HHVIL |gE |Posass | FERS o | ETD T16(HexNAL) S37; T45 6.56




Envelope

30 | VSVGEDVSLLPAPGPTGR 47 |GE_HHV11 |gE | Po44ss . ETD T16(Hex1HexNAcl) | T45 3.86
glycoprotein E
Envelope

30 | VSVGEDVSLLPAPGPTGR 47 | GE_HHV11 |gE | Po44ss . HCD 1x HexNAc 4.21
glycoprotein E
Envelope

30 | VSVGEDVSLLPAPGPTGR 47 |GE_HHV11 |gE | Po44ss . HCD 2x HexNAc 3.96
glycoprotein E

30 | VSVGEDVSLLPAPGPTGR 47 |GE_HHVI1 |gE |Posasgg | Envelope HCD 3x HexNAC S31; 837 3.44
glycoprotein E T45

30 | VSVGEDVSLLPAPGPTGR 47 |GE_HHVI1 |gE |Posasgg | Envelope HCD 1x Hex1HexNAcl 3.74
glycoprotein E

30 | VSVGEDVSLLPAPGPTGR 47 |GE_HHVI1 |gE |Possss | ENvelope HCD 2x HexLHexNAc1 2.85
glycoprotein E

T16(Hex1HexNAcl)

30 \éSVGEDVSLLPAPGPTGRGPTQ 52 | GE_HHV11 |gE | Po4488 El'“é‘fj'of(ftemE ETD : T45; T50 4.40
glycop T21(Hex1HexNAcL)

30 | VSVGEDVSLLPAPGPTGRGPTQ | 5 | GE pvi1 | ge | posssg | ENVelope HCD 3x HexNAC 3.60

K glycoprotein E
30 | VSVGEDVSLLPAPGPTGRGPTQ | o | GE pvi1 | ge | poassg | ENVelope HCD 2% Hex1HexNAc1 3.51
K glycoprotein E

Envelope

31 | SVGEDVSLLPAPGPTGR 47 | GE_HHVI1 |gE | Po44ss . HCD 1x HexNAc 3.81
glycoprotein E
Envelope

31 | SVGEDVSLLPAPGPTGR 47 |GE_HHV11 |gE | Po4dss . HCD 1x Hex1HexNAcl 3.00
glycoprotein E
Envelope

32 | VGEDVSLLPAPGPTGR 47 | GE_HHV11 |gE | Po44ss . ETD T14(HexNAc) T45 3.24
glycoprotein E
Envelope

32 | VGEDVSLLPAPGPTGR 47 |GE_HHV11 |gE | Po44ss . HCD 1x HexNAc 2.96
glycoprotein E
Envelope

35 | DVSLLPAPGPTGR 47 | GE_HHV11 |gE | Po44ss . ETD T11(HexNAc) T45 2.49
glycoprotein E
Envelope

36 | VSLLPAPGPTGR 47 |GE_HHV11 |gE | Po44ss . ETD T10(HexNAC) T45 2.27
glycoprotein E
Envelope

61 | DGCGPLHPSWVSLMPPK 77 | GE_HHVI1 |gE | Po44ss . HCD 1x Hex1HexNAcl 4.33
glycoprotein E

91 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE | Possgg | ENVelope ETD T17(HexNAc) T107 4.44
glycoprotein E

91 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE |Possgg | Envelope ETD S15(HexNAc); $105; T107 | 4.49
glycoprotein E T17(HexNAc)

91 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE | Po4sgg | ENVelope ETD T17(Hex1HexNAcl) | T107 3.75
glycoprotein E

91 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE |Po4sgg | ENVEloPe HCD 1x HexNAc 5.96
glycoprotein E

91 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE |Possgg | ENvelope HCD 2% HexNAC 4.80
glycoprotein E

91 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE |Possgg | Envelope HCD Ix HexNAc; 1x 3.77
glycoprotein E Hex1HexNAcl

91 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE | Possgg | ENVelope HCD 1x Hex1HexNAcl 5.45
glycoprotein E

01 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE | Po4sgg | ENVEloPe HCD 2x HexLHexNAc1 4.50
glycoprotein E

91 | APVPLAMAYAPPAPSATGGLR | 111 | GE_HHVI1 |gE |Posagg | ENvelope HCD 3x HexlHexNAcl | 199: S105: | 355
glycoprotein E T107

96 | AMAYAPPAPSATGGLR 111 | GE_HHV11 |gE | Posagg | ENvelope ETD T12(HexNAC) T107 2.98
glycoprotein E
Envelope S10(HexNAc); i

96 | AMAYAPPAPSATGGLR 111 | GEHHVIL | gE |Poadss | WPORR o | ETD T12(HexNAD) S105; T107 | 3.1

96 | AMAYAPPAPSATGGLR 111 | GE_HHV11 |gE | Posagg | ENvelope ETD S10(Hex1HexNAcl) | 5105 4.18
glycoprotein E

96 | AMAYAPPAPSATGGLR 111 | GE_HHV11 |gE | Posagg | ENVvelope ETD T12(Hex1HexNAcl) | T107 3.67
glycoprotein E
Envelope

96 | AMAYAPPAPSATGGLR 111 | GE_HHV11 |gE | P04488 . HCD 1x HexNAc 3.23
glycoprotein E
Envelope

96 | AMAYAPPAPSATGGLR 111 | GE_HHV11 |gE | P04488 . HCD 2x HexNAc 2.44
glycoprotein E
Envelope

96 | AMAYAPPAPSATGGLR 111 | GE_HHV11 |gE | P04488 . HCD 1x Hex1HexNAcl 4.12
glycoprotein E
Envelope

98 | AYAPPAPSATGGLR 111 | GE_HHV11 |gE | P04488 . ETD T10(HexNAC) T107 2.70
glycoprotein E
Envelope Y2(HexNAc); X

98 | AYAPPAPSATGGLR 111 | GE_HHVIL |gE  |Poaass | WEORT o | ETD T10(HEXNAC) Y99; T107 | 2.30

112 | TDFVWQER 119 | GE_HHV11 |gE | Poaagg | ENvelope HCD 1x HexNAc T112 2.62
glycoprotein E

134 | ETDSGLYTLSVGDIKDPAR 152 | GE_HHVI1 |gE | Po4sgg | ENVElope HCD 2x HexLHexNAc1 4.33
glycoprotein E

135 | TDSGLYTLSVGDIKDPAR 152 | GE_HHV11 |gE | Posags | ENVvelope ETD T7(HexNAC) T141 4.25
glycoprotein E
Envelope

135 | TDSGLYTLSVGDIKDPAR 152 | GE_LHHV11 |gE | P04488 HCD 1x HexNAc 7.05

glycoprotein E




Envelope

187 | ESLAGTPASGTPR 199 | GE_HHV11 |gE | P04488 . ETD T6(HexNAC) T192 2.74
glycoprotein E
Envelope
187 | ESLAGTPASGTPR 199 | GE_HHV11 |gE | P04488 . HCD 1x HexNAc 3.14
glycoprotein E
Envelope
188 | SLAGTPASGTPR 199 | GE_HHV11 |gE | P04488 . ETD T5(HexNAC) T192 2.20
glycoprotein E
200 | LPPPPAPPRSWPSAPEVSHVR | 220 | GE_HHVI1 |gE | Po4sgg | ENVelope ETD S10(Hex1HexNAcl) | S209 3.26
glycoprotein E
Envelope
209 | SWPSAPEVSHVR 220 | GE_HHV11 |gE | Po44ss . ETD S4(HexNAC) 5212 3.34
glycoprotein E
209 | SWPSAPEVSHVR 220 | GE_HHVI1 |gE |Possgg | Envelope ETD S4(HexNAc); $212; 5217 | 3.37
glycoprotein E S9(HexNAc)
209 | SWPSAPEVSHVR 220 | GE_HHVI1 |gE |Possgg | Envelope ETD S4(Hex1HexNAcl) | S212 3.12
glycoprotein E
209 | SWPSAPEVSHVR 220 | GE_HHVI1 |gE |Possgg | Envelope ETD S9(Hex1HexNAcl) | S217 3.36
glycoprotein E
Envelope
209 | SWPSAPEVSHVR 220 | GE_HHV11 |gE | Po44ss . HCD 1x HexNAc 3.23
glycoprotein E
Envelope
209 | SWPSAPEVSHVR 220 | GE_HHV11 |gE | Po44ss . HCD 1x Hex1HexNAcl 2.66
glycoprotein E
Envelope
209 | SWPSAPEVSHVRG 221 | GE_HHV11 |gE | Po44ss . ETD S1(HexNAC) 5209 3.08
glycoprotein E
Envelope
209 | SWPSAPEVSHVRG 221 | GE_HHV11 |gE | Po44ss . HCD 1x HexNAc 2.42
glycoprotein E
Envelope
210 | WPSAPEVSHVR 220 | GE_HHV11 |gE | Po44ss . HCD 1x Hex1HexNAcl 4.12
glycoprotein E
Envelope
394 | GADLAEPTHPH 404 | GE_HHV11 |gE | Po44ss . HCD 1x HexNAc T401 4.04
glycoprotein E
Envelope
394 | GADLAEPTHPHVG 406 | GE_HHV11 |gE | Po44ss . HCD 1x HexNAc T401 4.79
glycoprotein E
394 | GADLAEPTHPHVG 406 | GE_HHVI1 |gE | Possss | ENvelope HCD 1x Hex1HexNAcl | T401 4.86
glycoprotein E
394 | GADLAEPTHPHVGAPPHAPPT | 1o | GE pHvit | g | poassg | ENVelope HCD 1x Hex1HexNAcl 6.16
HGALR glycoprotein E
101 | DTLPQSPGPAFPLAEDVEK 119 | GG_HHVI1 |gG | Posags | ENVElope HCD 1x Hex1HexNAcl 5.52
glycoprotein G
101 | DTLPQSPGPAFPLAEDVEK 119 | G6_HHVI1 |gG | Posaga | ENVelope HCD 2% HexlHexNAcl | T102; 5106 | 3.22
glycoprotein G
DTLPQSPGPAFPLAEDVEKDKP Envelope
101 | \RPVYPSPD 131 | GG_HHVIL |g6 |Posdga | WEORR | HCD 1x Hex1HexNAcl 4.81
120 | DKPNRPVVPSPDPNN 134 | GG_HHVI1 |gG | Pogaga | ENVElope HCD 1x HexlHexNAcl | S129 4.46
glycoprotein G
132 | PNNSPARPETSRPK 145 | GG_HHVI1 |gG | Posaga | ENVelope ETD T10(Hex1HexNAcl) | T141 5.31
glycoprotein G
Envelone T10(HexIHexNAcL)
132 | PNNSPARPETSRPK 145 | GG_HHV11 |gG | PO6484 o FoteinG ETD : T141; S142 | 4.87
glycop S11(Hex1HexNAc1)
Envelope
146 | TPPTIIGPL 154 | GG_HHV11 |gG | PO6484 . HCD 1x HexNAc 2.64
glycoprotein G
Envelope i
146 | TPPTHGPL 154 | GG_HHV11 |gG | P06484 . HCD 2x HexNAc T146; T149 | 2.45
glycoprotein G
Envelope
146 | TPPTIIGPLATR 157 | GG_HHV11 |gG | PO6484 . HCD 1x HexNAc 2.54
glycoprotein G
Envelope
146 | TPPTIIGPLATR 157 | GG_HHV11 |gG | PO6484 . HCD 2x HexNAc 3.82
glycoprotein G
Envelope T4(Hex1HexNAc1l);
146 | TPPTIIGPLATRPTTR 161 | GG_HHVIL | g6 |Posass | WEORT | ETD T11(HextHexNact) | 7156 2.93
TYLLGRPPNASLPAPTTVEPTA Envelope
112 | GpppavapLK 143 | GHHHVIL | gH | Posa77 | (BEPR | HCD 3x Hex1HexNAcl 4.83
177 | GDNVATASHPSGPR 100 | GH_HHVI1 |gH | Posa77 | ENVvelope HCD 1x Hex1HexNAcl 3.79
glycoprotein H
Envelope
88 | VWHVVTVTACPR 99 |GIHHVIL |gl | Po64s? . ETD T6(HexNAC) T93 3.74
glycoprotein |
Envelope
88 | WHWVTVTACPR 99 |GILHHVIL |gl | PoB4s? . ETD T8(HexNAc) T95 4.07
glycoprotein |
88 | VVHVWTVTACPR 99 |GIHHV11 |gl |Posagy | Envelope ETD T6(HexNAc); T93; T95 3.06
glycoprotein | T8(HexNAc)
Envelope
88 | WHWVTVTACPR 99 |GILHHVIL |gl | Po64s? . HCD 1x HexNAc 3.57
glycoprotein |
Envelope i
88 | VWHVWWTVTACPR 99 |GIHHVIL |gl | Po64s? . HCD 2x HexNAc T93; T95 3.14
glycoprotein |
Envelope
110 | ATDSTHSPAYPTLE 123 | GILHHV11 |gl | PO6487 . ETD T5(HexNAc) T114 2.39
glycoprotein |
Envelope
110 | ATDSTHSPAYPTLE 123 | GIHHV11 |gl | PO6487 . HCD 1x HexNAc 3.18
glycoprotein |
Envelope
137 | ATRDYAGVYVLR 148 | GILHHV11 |gl | PO6487 ETD T2(Hex1HexNAcl) | T138 3.74

glycoprotein |




TPVLPPDDEAGLQPKPLTTPPPI

Envelope

176 | | a1sD 203 | GLHHVIL | gL |P10185 | PR | | HCD 3x HexNAC 3.90
176 | TPVLPPDDEAGLQPKPLTTPPPL | 03 | o) pvi1 gL | Pio1ss | EVvelope HCD 4x HexNAc 3.75
IATSD glycoprotein L
176 | TPVLPPDDEAGLQPKPLTTPPPI | 505 | o) bhvil gL | P1io1ss | EVVvelope HCD 2x Hex1HexNAc1 3.67
IATSD glycoprotein L
T9(HexNAc);
Envelope T10(HexNAc); T193; T194;
185 | AGLQPKPLTTPPPIIATSDPTPR | 207 | GL HHVIL | gL | P10185 | BFOPRl | ETD TLT(HOxNAD): T201 5202 | 446
S18(HexNAc)
Envelope
185 | AGLQPKPLTTPPPIIATSDPTPR | 207 | GL_HHV11 |gL | P10185 . HCD 2x HexNAc 3.79
glycoprotein L
Envelope T9(Hex1HexNAc1);
185 | AGLQPKPLTTPPPIIATSDPTPR | 207 | GL HHVI1 | gL |Pl0185 | WP o | ETD S18(HoxlHexNACL) | 5202 3.18
185 | AGLQPKPLTTPPPIIATSDPTPR | 207 | GL_HHVI1 |gL | Pio1es | Cnvelope HCD 2x HexLHexNAc1 4.33
glycoprotein L
191 | PLTTPPPIIATSDPTPR 207 | GLHHVI1 | gL |Pi0185 | Envelope ETD T4(HexNAc) T104 3.97
glycoprotein L
Envelope T4(HexNAc);
191 | PLTTPPPIIATSDPTPR 207 | GLHAVIL |gL |P10185 | SCORR || ETD T11(HexNAG) T201 3.37
T3(HexNAc); i .
191 | PLTTPPPIIATSDPTPR 207 | GL_HHVI1 |gL | P10185 Eln‘é‘f)'of:teim ETD T4(HexNAc); ;gg T19%: | 3.08
glycop 512(HexNA)
Envelope T3(Hex1HexNAc1l);
191 | PLTTPPPIIATSDPTPR 207 | GLHAVIL |gL |Plo185 | (SEURR | ETD s12(HoxdHexNAct) | 5202 3.26
191 | PLTTPPPIIATSDPTPR 207 | GLHHVI1 | gL |Pi0185 | Envelope HCD 1x HexNAc 6.87
glycoprotein L
Envelope
191 | PLTTPPPIIATSDPTPR 207 | GL_HHV11 |gL | P10185 . HCD 2x HexNAC 4.37
glycoprotein L
Envelope
191 | PLTTPPPIIATSDPTPR 207 | GL_HHV11 |gL | P10185 . HCD 3x HexNAC 3.07
glycoprotein L
Envelope T1(HexNAc);
193 | TTPPPIIATSDPTPR 207 | GLHAVIL |gL |Pl0185 | (GEURR | ETD S10(HEXNA) 5202 3.55




