
 
 

Replacement Sequence (5’-3’) 
   

fw
. 177267CCGCAGGCAGAGGACTGCTGCTCTAGCAAAGCACGCTCCAGGACGTGTA177316

CCTGTTGACAATTAATCATCGGCA BNLF2aSTART 
 BNLF2aGalK 

re
v.

 177372TGTCCTTACTGTATAAAAGTCCACGAAAACAGCTGTGCCTCACTCTCGA177322

TCAGCACTGTCCTGCTCCTT  

   

fw
. 

177258GAAGAGCCGGGCAGGCCGCAGGCAGAGGACTGCTGCTCTAGCAAAGCACGCT
CCAGGACGTGTA177316ACTAG177322TCGAGAGTG BNLF2aGalk  

 BNLF2aSTOP 

re
v.

 177385CTGGCCTTCTTTCCTTGTCCTTACTGTATAAAAGTCCACGAAAACAGCTGTG
CCTCACTCTCGA177322CTAGT177316TACACGTCCT 

  
 

bold: homology to the EBV genome; superscripted numbers: genomic position of homologous sequence 
in p2089; italic: matching sequence in PCR template; underlined: complementary region of primer pair. 
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