Table S1. CLUSTAL 2.1 multiple sequence alignment of 21 T. brucei brucei ESAG6 sequences.

The sequences in general and the N-glycosylation sites (in bold) in particular are highly conserved in the different ESAG6 family members.

gi|197091027|gb|ACH41867.1|       -MRFWFVLLAVLGKETYA-YYENERNALNATAANKVCALSTYLKGIAHRV 48

gi|197091011|gb|ACH41859.1|       -MRFLFVLLAVLGKETYA-YYENERNALNATAANKVCALSTYLKGIAHRV 48

gi|197090997|gb|ACH41852.1|       MMRFLFVLLALLRKETHANYYENERNALNATAANKVCGLSTYLKGIAHRV 50

gi|197090935|gb|ACH41831.1|       -MRFLFVLLALLGKETHANYYENERNALNATAANKVCGLSTYLKGIAHRV 49

gi|197091003|gb|ACH41855.1|       -MRFLFVLLALLGKKTHAYY-ENERNALNATAANKVCGLSTYLKGIAHRV 48

gi|197091001|gb|ACH41854.1|       -MRFLFVLLALLGKKTHAYY-ENERNALNATAANKVCGLSTYLKGIAHRV 48

gi|197091015|gb|ACH41861.1|       -MRFLFVLLALLGKKTHAYY-ENERNALNATAANKVCGLSTYLKGIAHRV 48

gi|189094728|emb|CAQ57403.1|      -MRFLFVLLALLGKEIYAY--ENERNALNATAANKVCGLSTYLKGIAHRV 47

gi|197090991|gb|ACH41849.1|       -MRFWFVLLALLGKETYAYY-ENERNALNATAANKVCGLSTYLKGIAHRV 48

gi|197091023|gb|ACH41865.1|       -MRFWFVLLALLGKEIYAY--ENERNALNATAANKVCGLSTYLKGIAHRV 47

gi|197091005|gb|ACH41856.1|       -MRFLFVLLALLGKETYAYY-ENERNALNATAANKVCGLSTYLKGIAHRV 48

gi|189094648|emb|CAQ57310.1|      -MRFWFVLLALLGKEIYAY--ENERNALNATAANKVCGLSTYLKGIAHRV 47

gi|197091025|gb|ACH41866.1|       -MRFLFLLLVLLGKKTHANYYENKRNALNATAANKVCGLSTYLKGIAHRV 49

gi|197091019|gb|ACH41863.1|       MMKFWFVLLALLGKETHAYY-ENKRNALNATAANKVCGLSTYLKGIAHRV 49

gi|197091021|gb|ACH41864.1|       MMKFWFVLLALLGKETHAYY-ENKRNALNATAANKVCGLSTYLKGIAHRV 49

gi|161977|gb|AAA30156.1|          MMKFWFVLLALLGKETHAYY-ENKRNALNATAANKVCGLSTYLKGIAHRV 49

gi|197091009|gb|ACH41858.1|       MMKFWFVLLALLGKETHAYY-ENKRNALNATAANKVCGLSTYLKGIAHRV 49

gi|3510713|gb|AAC33573.1|         MMKFWFVLLALLGKETHAYY-ENKRNALNATAANKVCGLSTYLKGIAHRV 49

gi|189094763|emb|CAQ57442.1|      -MRFLFVLLALLGKKTHAYY-KNERNALNATAANKVCALSTYLKGIAHRV 48

gi|189094751|emb|CAQ57428.1|      MMRFWFVLLALLGKETYAY--ENERNALNATAANKVCGLSTYLKGIAHRV 48

gi|197090999|gb|ACH41853.1|       -MRFWLVLLALLGKETYANYYENKRNALNATAANKVCRLSTYLKGIAHRV 49

                                   *:* ::**.:* *: :*     :************* ************

gi|197091027|gb|ACH41867.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEKDCKDIRTLLKTVLRN 98

gi|197091011|gb|ACH41859.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 98

gi|197090997|gb|ACH41852.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEKDCKDIRTLLKTVLRN 100

gi|197090935|gb|ACH41831.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEKDCKDIRTLLKTVLRN 99

gi|197091003|gb|ACH41855.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 98

gi|197091001|gb|ACH41854.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 98

gi|197091015|gb|ACH41861.1|       NSESAVVTEKLSDLKMRSIQLQLSIMRNRVPSGEKDCKDIRTLLKTVLRN 98

gi|189094728|emb|CAQ57403.1|      NSESAVVTEKLSDLKMRSIQLQLSIMRNRVPSGEKDCKDIRTLLKTVLRN 97

gi|197090991|gb|ACH41849.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEKDCKDIRTLLKTVLRN 98

gi|197091023|gb|ACH41865.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 97

gi|197091005|gb|ACH41856.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEKDCKDIRTLLKTVLRN 98

gi|189094648|emb|CAQ57310.1|      NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEKDCKDIRTLLKTVLRN 97

gi|197091025|gb|ACH41866.1|       NGESAVVTEKLSDLKIRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 99

gi|197091019|gb|ACH41863.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 99

gi|197091021|gb|ACH41864.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 99

gi|161977|gb|AAA30156.1|          NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 99

gi|197091009|gb|ACH41858.1|       NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 99

gi|3510713|gb|AAC33573.1|         NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDIRTLLKTVLRN 99

gi|189094763|emb|CAQ57442.1|      NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEQDCKDISTLLKTVLRN 98

gi|189094751|emb|CAQ57428.1|      NSESAVVTEKLSDLKMRSIQLQLSVMRNRVPSGEKDCKDIRTLLKTVLRN 98

gi|197090999|gb|ACH41853.1|       SSESAVVTEKLSDLKMKSIQLQLSILRNRVPSGEKDCKDIRTLLKTVLRN 99

                                  ..**.**********::*******::********:***** *:*******

gi|197091027|gb|ACH41867.1|       EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAAGRSSQFCIST 148

gi|197091011|gb|ACH41859.1|       EFTFQQELEEMRNASALAAAAAGLAAGRLEEWIFVFAQAADGSSQFCISV 148

gi|197090997|gb|ACH41852.1|       EFTFQQELEEMRNASALAAAAAGLAAGRLEEWIFVFAQAAGGSSQFCISV 150

gi|197090935|gb|ACH41831.1|       EFTFQQELEEMRNASALAAAAAGLAAGRLEEWIFVFAQAAGGSSQFCISV 149

gi|197091003|gb|ACH41855.1|       EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAADGSSQFCISV 148

gi|197091001|gb|ACH41854.1|       EFTFQQELEEMRNASALAAAAAGLAAGRLEEWIFVFAQAADGSSQFCISV 148

gi|197091015|gb|ACH41861.1|       EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAAGRSSQFCISV 148

gi|189094728|emb|CAQ57403.1|      EFTFQQELEEMRNASALAAAAAGLAAGRLEEWIFVFAQAAGRSSQFCIST 147

gi|197090991|gb|ACH41849.1|       EFTFQQELEEMRNTSALAAAAAGIAAGRLEEWIFVFAQAAGRSSQFCISV 148

gi|197091023|gb|ACH41865.1|       EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAGGRSSQFCIST 147

gi|197091005|gb|ACH41856.1|       EFTFQQELEEMRNTSALAAAAAGLAAGRLEEWIFVFAQAADRSSQFCISV 148

gi|189094648|emb|CAQ57310.1|      EFTFQQELEEMRNASALAAAAAGLAAGRLEEWIFVFAQAADRSSQFCISV 147

gi|197091025|gb|ACH41866.1|       EFTFQQELEEMRNTSALAAAAAGIAAGRLEEWIFVFAQAADRSSQFCISV 149

gi|197091019|gb|ACH41863.1|       EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAAGRSSQFCISV 149

gi|197091021|gb|ACH41864.1|       EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAAGRSSQFCISV 149

gi|161977|gb|AAA30156.1|          EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAAGRSSQFCISV 149

gi|197091009|gb|ACH41858.1|       EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAAGGSSQFCISV 149

gi|3510713|gb|AAC33573.1|         EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAAGGSSQFCISV 149

gi|189094763|emb|CAQ57442.1|      EFTFQQELEEMRNASALAAAAAGLAAGRLEEWIFVFAQAAGRSSQFCISV 148

gi|189094751|emb|CAQ57428.1|      EFTFQQELEEMRNASALAAAAAGLAAGRLEEWIFVFAQAAGGSSQFCISV 148

gi|197090999|gb|ACH41853.1|       EFTFQQELEEMRNASALAAAAAGIAAGRLEEWIFVFAQAAGMTSKFCISV 149

                                  *************:*********:***************.. :*:****.

gi|197091027|gb|ACH41867.1|       GKTGPAEYNNLQECFDGTIGPETLYKIEDSRVKESAKTRLLLHEVLSSIS 198

gi|197091011|gb|ACH41859.1|       GKTGPAEYNNLQECFDGTIGPETLYKIEDSRVKESAKTRLLLHEVLSSIS 198

gi|197090997|gb|ACH41852.1|       GKNIPAEHKNLQECFDGKIGPETLYKIEDSRVKESAQKSLQLHEVLSSIS 200

gi|197090935|gb|ACH41831.1|       GRTGPAEYNNLQECFDGKIGPETLYKIEDSRVKESAQKSLQLHEVLSSIS 199

gi|197091003|gb|ACH41855.1|       GTNIPAEHNNLQECFDGTIGPETLYKIEDSRVKESAKKSLQLHEALSSIS 198

gi|197091001|gb|ACH41854.1|       GTNIPAEHNNLQECFDGTIGPETLYKIEDSRVKESAKKSLQLHEALSSIS 198

gi|197091015|gb|ACH41861.1|       GKTGPAEYNNLQECFDGTIGPETLYKIEDSRVKESAKKSLQLHEVLSSIS 198

gi|189094728|emb|CAQ57403.1|      GKTGPAEYNNLQECFDGTIGPETLYKIEDSRVKESAKKSLQLHEVLSSIS 197

gi|197090991|gb|ACH41849.1|       GKTGPAEYNNLQECFDGTIGPETLYKIEDSRVKESAKTSLQLHEVLSSIS 198

gi|197091023|gb|ACH41865.1|       GKTGPAEYNNLQECFDGTIGPETLYKIEDSRVKESAKTSLQLHEVLSSIS 197

gi|197091005|gb|ACH41856.1|       GKHIAAEHGNLQECFDGTIGPETLYKIEDSRVKESAKTSLQLHEVLSSIS 198

gi|189094648|emb|CAQ57310.1|      GKTIPPEQNNLQECFDGTIGPETLYKIEDSRVKESAKKSLQLHEALSSIS 197

gi|197091025|gb|ACH41866.1|       GKTIPPEHNNLQECFDGTIGPETLYKIEDSRVKESAKKSLQLHEALSSIS 199

gi|197091019|gb|ACH41863.1|       GKHIPAEHGNLQECFDGIIGPETLYKIEDSRVKESAQKSLQLHEVLSSIS 199

gi|197091021|gb|ACH41864.1|       GKHIPAEHGNLQECFDGIIGPETLYKIEDSRVKESAQKSLQLHEVLSSIS 199

gi|161977|gb|AAA30156.1|          GKHIPAEHGNLQECFDGIIGPETLYKIEDSRVKESAQKSLQLHEVLSSIS 199

gi|197091009|gb|ACH41858.1|       GKHIPAEHGNLQECFDGIIGPETLYKIEDSRVKESAQKSLQLHEVLSSIS 199

gi|3510713|gb|AAC33573.1|         GTNIPAEYNNLQECFDGIIGPETLYKIEDSRVKESAQKSLQLHEVLSSIS 199

gi|189094763|emb|CAQ57442.1|      GKTIPAEHGDLQECFDGTIGPETLYKIEDSRVKESAKKSLQLHEALSSIS 198

gi|189094751|emb|CAQ57428.1|      GKHIAAEHGNLQECFDGKIGPETLYKIEDSRVKESAQKSLQLHEVLSSIS 198

gi|197090999|gb|ACH41853.1|       GGSRPAVHDKLQECFDGTIGPETLYKIEDSRVKESAQKSLQLHEALSSIS 199

                                  *   ..   .******* ******************:. * ***.***:*

gi|197091027|gb|ACH41867.1|       FGSLGAENIRGGNGKDGCNLVRTDNNGILKGGSPTRHNLTWGGGVMNFGS 248

gi|197091011|gb|ACH41859.1|       FGSLGAENIRGGNGKDGCNLVRTDNNGILKGGSPTRHNLTWGGGVMNFGS 248

gi|197090997|gb|ACH41852.1|       FSSLGAENIRGGNGKDGCNLVRTDNNGILKGGSPTRHNLTWGGGVMNFGS 250

gi|197090935|gb|ACH41831.1|       FSSLGAENIRGGNGKDGCNLVRTDNNGILKGGSPTRHNLTWGGGVMNFGS 249

gi|197091003|gb|ACH41855.1|       FSSLGVKNIRGGNGRDGCNLVRTDTNGILNGGSPTRHNLTWGGGVMNFGS 248

gi|197091001|gb|ACH41854.1|       FSSLGVKNIRGGNGRDGCNLVRTDTNGILNGGSPTRHNLTWGGGVMNFGS 248

gi|197091015|gb|ACH41861.1|       FGSLGVKNIRGGNGKDRCNLVRTDTDGVLEGGSPTRHNLTWGGGVMNFGS 248

gi|189094728|emb|CAQ57403.1|      FSSLGVKNIRGGNGKDRCNLVRTDTDGVLEGGSPTRHNLTWGGGVMNFGS 247

gi|197090991|gb|ACH41849.1|       FGSLGVKNIRGGNGKDGCNLVRTDTDGVLEGGSPTRHNLTWGGGVMNFGS 248

gi|197091023|gb|ACH41865.1|       FGSLGVKNIRGGNGRDGCNLVRTDTDGVLEGGSPTRHNLTWGGGVMNFGS 247

gi|197091005|gb|ACH41856.1|       FGSLGVKNIRGGNGRDGCNLVRTDTDGVLEGGSPTRHNLTWGGGVMNFGS 248

gi|189094648|emb|CAQ57310.1|      FNSLGAESIRGGNGKDGCNLVRTDTDGILNGGSPTRHNLTWGGGVMNFGS 247

gi|197091025|gb|ACH41866.1|       FGSLGVKNIRGGNGKDGCNLVRTDTDGILNGGSPTRHNLTWGGGVMNFGS 249

gi|197091019|gb|ACH41863.1|       FNSLGAENIRGGNGRDGCNLVRTDTDGVLEGGSVRRHNLTWGGGVMNFGS 249

gi|197091021|gb|ACH41864.1|       FNSLGAENIRGGNGRDGCNLVRTDTDGVLEGGSVRRHNLTWGGGVMNFGS 249

gi|161977|gb|AAA30156.1|          FNSLGAENIRGGNGRHGCNLVRTDTDGVLEGGSVRRHNLTWGGGVMNFGS 249

gi|197091009|gb|ACH41858.1|       FNSLGAENIRGGNGRHGCNLVRTDTDGVLEGGSVRRHNLTWGGGVMNFGS 249

gi|3510713|gb|AAC33573.1|         FNSLGAENIRGGNGRDGCNLVRTDTDGVLEGGSVRRHNLTWGGGVMNFGS 249

gi|189094763|emb|CAQ57442.1|      FSSLGVKNIRGGNGRDGCNLVRTDTNGILEGGSPTRHNLTWGGGVMNFGS 248

gi|189094751|emb|CAQ57428.1|      FGSLGVKNIRGGNGRDGCNLVRTDTNGILNGGSPTRHNLTWGGGVMNFGS 248

gi|197090999|gb|ACH41853.1|       FGSLGVKNIRGGNGMDGCNLVRTDTDGILAGGSPTRHNLTWGGGVMNFGS 249

                                  *.***.:.****** . *******.:*:* ***  ***************

gi|197091027|gb|ACH41867.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNA 298

gi|197091011|gb|ACH41859.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFKEAKNA 298

gi|197090997|gb|ACH41852.1|       YQNGSMYVEGGEYGDATPHGTVRWTEDPNKVSIFKDVIRLFARFKEAKNA 300

gi|197090935|gb|ACH41831.1|       YQNGSMYVEGGEYGDATPHGTVRWTEDPNKVSIFKDVIRLFARFKEAKNA 299

gi|197091003|gb|ACH41855.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFEDLIRLFARFQEAKNA 298

gi|197091001|gb|ACH41854.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNA 298

gi|197091015|gb|ACH41861.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNA 298

gi|189094728|emb|CAQ57403.1|      YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNA 297

gi|197090991|gb|ACH41849.1|       YQNGSMYVEGGEYGDATEYGAVRWTDDPSKVSIFKDVIRLFARFQEAKNA 298

gi|197091023|gb|ACH41865.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNA 297

gi|197091005|gb|ACH41856.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNA 298

gi|189094648|emb|CAQ57310.1|      YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNA 297

gi|197091025|gb|ACH41866.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNA 299

gi|197091019|gb|ACH41863.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNE 299

gi|197091021|gb|ACH41864.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNE 299

gi|161977|gb|AAA30156.1|          YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNE 299

gi|197091009|gb|ACH41858.1|       YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNE 299

gi|3510713|gb|AAC33573.1|         YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFKDVIRLFARFQEAKNE 299

gi|189094763|emb|CAQ57442.1|      YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFEDVIRLFARFQEAKNE 298

gi|189094751|emb|CAQ57428.1|      YQNGSMYVEGGEYGDATEYGAVRWTEDPSKVSIFEDVIRLFARFQEAKNA 298

gi|197090999|gb|ACH41853.1|       YQNGSMYVEGGEYGDATEYGAVRWTKDPSKVSIFKDVIRLFARFQEAKNA 299

                                  ***************** :*:****.**.*****:*:*******:**** 

gi|197091027|gb|ACH41867.1|       VMKKIKTTVDELTKCIGQKEAELTNDQIYEEFIWETINRLELSKRVSEQP 348

gi|197091011|gb|ACH41859.1|       VMTKIKTTVDELTKCIGQKEAELTNDQIYEEFIWETINRLELSKRVSEQP 348

gi|197090997|gb|ACH41852.1|       VMTKIKTTVDELTKCIGQKEAELTNDQLYEEFIWETINRLELSKRVSEQP 350

gi|197090935|gb|ACH41831.1|       VMTKIKTTVDELTKCIGQKEAELTNDQLYEEFIWETINRLELSKRVSEQP 349

gi|197091003|gb|ACH41855.1|       VMKKIKTTVDELTKCIGQKEAELTNDQIYEEFIWETINRLELSKRMSEQS 348

gi|197091001|gb|ACH41854.1|       VMRRIKTTVDELTKCIGQKEAELTNDQIYEEFIWETINRLELSKRMSEQP 348

gi|197091015|gb|ACH41861.1|       VMKKIKTTVDELTKCIGQKEAELTNDQLYEEFIWETINRLELSKRVSEQS 348

gi|189094728|emb|CAQ57403.1|      VMKKIKTTVDELTKCIGQKEAELTNDQLYEEFIWETINRLELSKRVSEQS 347

gi|197090991|gb|ACH41849.1|       VMKKIKTTVDELTKCVGQKEAELTNDQLYEEFIWETINRLELSKRVSEQS 348

gi|197091023|gb|ACH41865.1|       VMTKIKTTVDELTKCIGHKEAELTNDQLYEEFIWETINRLELSKRVSEQS 347

gi|197091005|gb|ACH41856.1|       VMTKIKTTVDELTKCIGQKEAELTNDQLYEEFIWETINRLELSKRVSEQS 348

gi|189094648|emb|CAQ57310.1|      VMKKIKTTVDELTKCIGQKEAELTNDQLYEEFIWETINRLELSKRVSEQS 347

gi|197091025|gb|ACH41866.1|       VMKKIKTTVDELTKCTGQKEAELTNDQLYEEFIWETINRLELSKRVSEQS 349

gi|197091019|gb|ACH41863.1|       VMNKIKTTVDELAKCIGQKEVELTDDQLYEEFIWETIHRLELSKRVSEQL 349

gi|197091021|gb|ACH41864.1|       VMNKIKTTVDELAKCIGQKEVELTDDQLYEEFIWETIHRLELSKRVSEQL 349

gi|161977|gb|AAA30156.1|          VMNKIKTTVDELAKCIGQKEVELTDDQLYEEFIWETIHRLELSKRVSEQL 349

gi|197091009|gb|ACH41858.1|       VMNKIKTTVDELAKCIGQKEVELTDDQLYEEFIWETIHRLELSKRVSEQL 349

gi|3510713|gb|AAC33573.1|         VMNKIKTTVDELAKCIGQKEVELTDDQLYEEFIWETIHRLELSKRVSEQL 349

gi|189094763|emb|CAQ57442.1|      VMNKIKTTVDELAKCIGQKEVELTDDQLYEEFIWETIHRLELSKRVSEQP 348

gi|189094751|emb|CAQ57428.1|      VMRRIKTTVDELTKCIGQKEAELTNDQIYEEFIWETIHRLELSKRVSEQP 348

gi|197090999|gb|ACH41853.1|       VMNKIKTTVDELTKCIGHKEAELTDYQLYEEFIWETIHRLELSKRVSEQP 349

                                  ** :**:*****:** *:**.***: *:***                   

gi|197091027|gb|ACH41867.1|       SLGEEEETILKSNYTAEPVRGPFTGAGANTVAVQSSVFTAALCCSALLLG 398

gi|197091011|gb|ACH41859.1|       SLGEEEETILKSNYTAEPVRGPFTGAGANTVAVQSSVSTAALCCSVLLLG 398

gi|197090997|gb|ACH41852.1|       SLGEEEETILKSNYTAEPVRGPFTGAGANTVAVQSSVSTAALCCSVLLFG 400

gi|197090935|gb|ACH41831.1|       SLGEEEETILKSNYTAEPVRGPFTGAGANTVAVQSSVSTAALCCSVLLFG 399

gi|197091003|gb|ACH41855.1|       AFGEEEETILKSNYTAEPVRGPFTGAGSNTVAVHLSFSTAALCCSVLLLG 398

gi|197091001|gb|ACH41854.1|       TLGEEEETILKSNYTAEPVRGPFTGAGANTVALHLSVSTAALCCSVLLLG 398

gi|197091015|gb|ACH41861.1|       AFGEEEETIVKFNYTAEPVRGPFTVAGANAAAIHLSVSTAALCRSALLLG 398

gi|189094728|emb|CAQ57403.1|      AFGEEEETIVKFNYTAEPVRGPFTVAGANAAAIHLSVSTAALCRSALLLG 397

gi|197090991|gb|ACH41849.1|       AFGEEEETIVKFNYTAEPVRGPFTVAGANAAAIHLSVSTAALCRSALLLG 398

gi|197091023|gb|ACH41865.1|       AFGEEEETIVKFNYTAEPVRGPFTVAGANAAAIHLSVSTAALCRSALLLG 397

gi|197091005|gb|ACH41856.1|       AFGEEEETIVKFNYTAEPVRGPFTVAGANAAAIHLSVSTAALCRSALLLG 398

gi|189094648|emb|CAQ57310.1|      AFGEEEETIVKFNYTAEPVRGPFTVAGANAAAIHLSVSTAALCRSALLLG 397

gi|197091025|gb|ACH41866.1|       AFGEEEETILKSNYTAEPVRGPFTVAGSNAVAIHLSVSTAALCRSALLLG 399

gi|197091019|gb|ACH41863.1|       SLGEEEETILKSNYTAEPVRGPFTVAGSNAAAVHLSVSTAALCFSVLLLG 399

gi|197091021|gb|ACH41864.1|       SLGEEEETILKSNYTAEPVRGHFTVAGSNAAAVHLSVSTAALCFSVLLLG 399

gi|161977|gb|AAA30156.1|          SLGEEEETILKSNYTAEPVRGPFTVAGSNAAAVHLSVSTAALCFSVLLLG 399

gi|197091009|gb|ACH41858.1|       SLGEEEETILKSNYTAEPVRGPFTVAGSNAAAVHLSVSTAALCFSVLLLG 399

gi|3510713|gb|AAC33573.1|         SLGEEEETILKSNYTAEPVRGPFTVAGSNTVAVHLSVSTAALCFSVLLLG 399

gi|189094763|emb|CAQ57442.1|      SLGEEEETILKSNYTAEPVRGPFTGAGSNTVAVHLSVSTAALCRSALLLG 398

gi|189094751|emb|CAQ57428.1|      SLGEEEETILKSNYTAEPVRGPFTGAGSNTVAVHLSVSTAALCCLALLLG 398

gi|197090999|gb|ACH41853.1|       SLGEQEETILKSNYTAEPVRGPFTGAGADAAAIQSSVSTAALCCLALLLG 399

gi|197091027|gb|ACH41867.1|       VL 400

gi|197091011|gb|ACH41859.1|       VL 400

gi|197090997|gb|ACH41852.1|       VL 402

gi|197090935|gb|ACH41831.1|       VL 401

gi|197091003|gb|ACH41855.1|       VL 400

gi|197091001|gb|ACH41854.1|       VL 400

gi|197091015|gb|ACH41861.1|       VL 400

gi|189094728|emb|CAQ57403.1|      VL 399

gi|197090991|gb|ACH41849.1|       VL 400

gi|197091023|gb|ACH41865.1|       VL 399

gi|197091005|gb|ACH41856.1|       VL 400

gi|189094648|emb|CAQ57310.1|      VL 399

gi|197091025|gb|ACH41866.1|       VL 401

gi|197091019|gb|ACH41863.1|       VL 401

gi|197091021|gb|ACH41864.1|       VL 401

gi|161977|gb|AAA30156.1|          VL 401

gi|197091009|gb|ACH41858.1|       VL 401

gi|3510713|gb|AAC33573.1|         VL 401

gi|189094763|emb|CAQ57442.1|      VL 400

gi|189094751|emb|CAQ57428.1|      VL 400

gi|197090999|gb|ACH41853.1|       VM 401

