
Table S2: PCR Primers & Oligonucleotides  
 
Primers & Oligos Sequence 
 
H5-miR-M23-2-galK/Kn 5’-TCCCGGTTTCTTTGTCCGACGCTCGTCGATCGAGGCGCTAGCCAGTGTTACAACCAATTAACC 
H3-miR-M23-2-galk/Kn 5’-CAGATAGACAGACAGGCTCAGTCTCATACCGTCGGCCATCCCTGTTGACAATTAATCATCGGCA-3’ 
Homologies to the MCMV genome are indicated in bold. 
 
H5-miR-M23-rev: 5’-CGACAGAGAAGAGTCCCGACACCC-3’ 
H3-miR-M23-rev: 5’-TCACCGCCTGCCTTCCTGTTCA-3’. 
H5-GalK/Kn-m22: 5’-
GACAAACAGACAGATAGACAGACAGGCTCAGTCTCATACCGTCGGCCATCCCTGTTGACAATTAATCATCGGCA-3’; 
H3-GalK/Kn-m22: 5’-
ATCGGATCGGACGGACCGGACGGACCGCGACTGCTTGTCGGGCGGGTGTGCCAGTGTTACAACCAATTAACC-3’ 
Homologies to the MCMV genome are indicated in bold. 
 
m22-for: 5’-GTGTGAGCTCGATATCCCGCCCGAATTCGCAGCAG-3’; 
m22-rev: 5’- GTGTGGTACCGATATCCGCTCGAGGCCATGCTC-3’. 
SacI site undelined, KpnI site indicated in bold, EcoRV sites indicated in italics 
 
pre-miR-M23-2-mut-s: 5’-TGCACTCGGAGCAAGCTTCCTCCTATTGGCGAGACATTTAACCCTGGATACCGTCTCGAT-3’; 
pre-miR-M23-2-mut-as: 5’-CGATCGAGACGGTATCCAGGGTTAAATGTCTCGCCAATAGGAGGAAGCTTGCTCCGAGTGCAC-3’. 
Mutated nucleotides are indicated in bold. 
 
PM-M23-2-for 5’-AAAAAGCAGGCTATCGCCACCTTGTTTAAGCCACCGCTTGACCGAGGCCCCCATATTAGACCTACGCACTCCAG-
3' 
PM-M23-2-rev 5’-
AGAAAGCTGGGTCTGGAGTGCGTAGGTCTAATATGGGGGCCTCGGTCAAGCGGTGGCTTAAACAAGGTGGCGAT-3' 
MM-M23-2-for 5’ AAAAAGCAGGCTATCGCCACCTTGTTTAAGCCACCGCTTGACCCTCGCCCCCATATTAGACCTACGCACTCCAG-
3’ 
MM-M23-2-rev 5’- 
AGAAAGCTGGGTCTGGAGTGCGTAGGTCTAATATGGGGGCGAGGGTCAAGCGGTGGCTTAAACAAGGTGGCGAT-3’ 



CXCL16-for 5’-AAAAAGCAGGCTTGGAAGCTCATGAGAGATGG-3’ 
CXCL16-rev. 5’-AGAAAGCTGGGTCTGGTAGTGGGAGGGTTGAA-3’ 
AttB1-for 5’-GGGGACAAGTTTGTACAAAAAAGCAGGCT-3’ 
AttB2-rev 5’ GGGGACCACTTTGTACAAGAAAGCTGGGT-3’ 
 
m21for 5’- GCAGCAGGCGACAGAGAAGA -3’ 
m21rev 5’-	  CCATCTGCCTGAGTTTCGCTC -3' 
M23for 5’-	  ACAGCAGAGAAGAGCGGCGA -3' 
M23rev5’-	  TCTCGCTCTGCATCGGCAT -3' 




