SUPPLEMENTARY FIGURE S3
S3. MS analysis of T. brucei ATP synthase subunit a.

In red is shown tryptic peptide identified in lower ~14kDa gel band. In blue are shown
tryptic peptides in higher ~44kDa gel band. Underlined is sequenced, which was
suggested as the site-specific cleavage site characteristic for all trypanosomatid species
[36].

>Th927.7.7420
MRRFGSKFASGLASRCALACPLASAATAPAGASTTSSTSSAQKSFFKTTEMIGYVHSID
GTIATLIPAPGNPGVAYNTI1QIQVSPTTFAAGLVFENLEKDGRIGITLMDNITEVQSGQ
KVMATGQLLHIPVGAGVLGKVVNPLGHEVPVGLVTRSRRLL/DSTLGKVDTGAPNIVSR
SPVNYNLLTGFKAVDTMIPIGRGQREL IVGDRQTGKTSITAVST I INQVRINQQ I LSKNA
VIS1YVSIGQRCSNVARIHRLLQSYGALRYTTVMAATAAEPAGLQYLAPYAGVTMGEYF
MNRGRHCLCVYDDLSKQAVAYRQISLLLRRPPGREAYPGDVFYLHSRLLERAAMLSPGK
GGGSVTALPIVETLSNDVTAYIVTNVISITDGQIYLDTKLFTGGQRPAVNIGLSVSRVG
SSAQNAAMKGVAGKLKG ILAEYRKLAADSVGGQQVQT IPMIRGARFVALFNQKQPSYFM
NATVSLYACLNGYLDDVKVQYVKFYEYLLVHRDLGIMYGTAKNKFFYMYVQELNYLIRF
FTLNSP I LHGELEEMLKQHTHLFLQHYQSKMNA IKSEKDVKALKNLLYSCKRAV




