
Figure S3. Secondary structure prediction of the N-terminal region of Tip from Herpevirus 

saimiri strains and Tio from Herpesvirus ateles, performed using PSIPRED 

(http://bioinf.cs.ucl.ac.uk/psipred/psiform.html). The predicted amphipathic helix (red box) and 

the transmembrane domain (blue box) are indicated. 

 

 

 


