Text S1 : Supplementary Methods

Identification of Cross-Species Homologs (Metagenes)

We identified metagenes across four related bacterial species of the Burkholderia genus: B. cenocepacia (Bc), B. mallei (Bm), B. pseudomallei (Bp) and B. thailandensis (Bt). Genome sequences for B. pseudomallei (Bp) K96243, B. mallei (Bm) ATCC 23344 and B. thailandensis (Bt) E264 were obtained from Genbank under accession numbers (Chr 1 / Chr 2) Bp (BX571965/BX571966) [1], Bm (CP000010 / CP000011) [2], and Bt (NC_007651 / NC_007650) [3]. The B. cenocepacia (Bc) J2315 genome was downloaded from the Burkholderia Cenocepacia Sequencing website (ftp://ftp.sanger.ac.uk/pub/bc).

Using the Bp genome as a reference, 3460 Chr 1 and 2395 Chr 2 open reading frames (ORFs) were queried against the Bc, Bm and Bt genomes using tblastn [4]. To minimize the number of ambiguous predictions including ORFs with matches to multiple genomic locations, we constrained the resulting matches to have I) a minimum length of 50 amino acids (aa), II) a minimal e-value cut-off of 1e-6 and III) a minimum percent identity of 50%. Bc Chr 3 was excluded from analysis as only 27 metagenes (<1%) were gained from its inclusion. Homology assignments returned 2675 genes and were validated by a reciprocal blast assay resulting in 2590 genes. Control analyses using either Bc, Bm or Bt as starting reference genomes yielded similar metagene sets (data not shown). A more comprehensive analysis of the metagenes can be found in Ref. 5
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