	Table S1. Bacterial strains, plasmids, and primers employed in this study

	Bacterial Strains
	Genotype
	
	Reference

	L. pneumophila
	
	
	

	CR39
	serogroup 1, strain LP01 rpsL
	
	[1]

	CR58
	LP01 ΔdotA rpsL
	
	[1]

	CR157
	LP01 ΔicmW rpsL
	
	[2]

	CR393
	LP01 ΔicmS rpsL
	
	[3]

	CR503
	LP01 ΔicmS,ΔicmW rpsL
	
	[3]

	EC1
	LP01 ΔsidG, rpsL
	
	This study

	52B12
	LP01 lvgA::TnNH3503 rpsL
	
	[4]

	E. coli
	
	
	

	DH5α
	supE44 ΔlacU169 (Φ80lacZΔM15) hsdR17 recA1 endA1 gyrA96 thi-1 relA1
	
	[5]

	BL21-DE3
	E.coli B F- dcm ompT hsdS(rB- mB-) gal λ(DE3)
	
	[6]

	Plasmids
	Properties
	Primers
	Reference

	pCya
	pMMB207NT.cya
	
	[7]

	pCya-RalF
	pMMB207NT.cya.ralF
	
	[7]

	pEC11
	pMMB207NT.cya.sidH
	
	[8]

	pEC13
	pET15b-H6icmW
	13,14
	This study

	pEC19
	pMMB207NT.cya.sidA
	26,27
	This study

	pEC21
	pMMB207NT.cya.sidB
	28,29
	This study

	pEC23
	pMMB207NT.cya.sidC
	30,31
	This study

	pEC25
	pMMB207NT.cya.sidD
	32,33
	This study

	pEC27
	pET15b-H6icmS
	10,12
	This study

	pEC28
	pMMB207NT.cya.sidE
	34,35
	This study

	pEC31
	pMMB207NT.cya.sidF
	36,37
	This study

	pEC35
	pMMB207NT.cya.sidG
	
	[8]

	pEC47
	pMMB207NT.sidG
	
	[8]

	pEC66
	pET15b-H6icmW-RBS-icmS
	
	[8]

	pEC101
	pMMB207NT.cya.sidG(876-965) 
	6,94
	This study

	pEC103
	pMMB207NT.cya.sidG(906-965)
	6,95
	This study

	pEC112
	pMMB207NT.cya.sidG(786-965)
	6,93
	This study

	pEC114
	pMMB207NT.cya.sidG(936-965)
	6,52
	This study

	pEC129
	pMMB207NT.cya.sidG(100-965)
	6,104
	This study

	pEC131
	pMMB207NT.cya.sidG(300-965)
	6,105
	This study

	pEC133
	pMMB207NT.cya.sidG(500-965)
	6,106
	This study

	pEC135
	pMMB207NT.cya.sidG(691-965)
	6,76
	This study

	pEC183
	pMMB207NT.cya.sidG(946-965)
	6,148
	This study

	pEC184
	pMMB207NT.cya.sidG(956-965)
	149,150
	This study

	pEC185
	pMMB207NT.cya.sidG(961-965)
	151,152
	This study

	pEC188
	pMMB207NT.cya.sidG(1-935)
	21,147
	This study

	pEC201
	pMMB207NT.sidG(500-965)
	6,106
	This study

	pEC202
	pMMB207NT.sidG(691-965)
	6,76
	This study

	pEC203
	pMMB207NT.sidG(300-965)
	6,105
	This study

	pEC204
	pMMB207NT.sidG(786-965)
	6,93
	This study

	pEC205
	pMMB207NT.sidG(876-965)
	6,94
	This study

	pEC207
	pMMB207NT.sidG(1-500)
	21,173
	This study

	pEC208
	pMMB207NT.sidG(1-600)
	21,172
	This study

	pEC209
	pMMB207NT.sidG(1-690)
	21,75
	This study

	pEC211
	pMMB207NT.sidG(600-965)
	6,171
	This study

	pEC214
	pMMB207NT.cya.sidG(1-785)
	21,174
	This study

	pEC232
	pMMB207NT.sidG(1-785)
	21,174
	This study

	pEC247
	pMMB207NT.cya.sidG(1-920)
	21,196
	This study

	pEC248
	pMMB207NT.cya.sidG(1-930)
	21,195
	This study

	pEC249
	pMMB207NT.cya.sidG(1-940)
	21,194
	This study

	pEC277
	pMMB207NT.cya.sidG(1-965)FLAG
	21,246
	This study

	pEC278
	pMMB207NT.cya.ralF(1-374)FLAG
	205,247
	This study

	pEC279
	pMMB207NT.sidG(1-965)FLAG
	21,246
	This study

	pEC280
	pMMB207NT.ralF(1-374)FLAG
	205,247
	This study

	pEC299
	pET15b-sidG(876-965)
	47,263
	This study

	pEC329
	pET15b-H6lvgA
	290,291
	This study

	pEC343
	pMMB207NT.sidG(1-300)
	21,316
	This study

	pM45RalF
	pMMB207NT.ralF
	
	[7]

	Primer
	Sequence
	Site

	6
	CCTTCTGCAGTTATATGCGCATCGTACTTTCAG
	PstI

	10
	AAGGATTCCTAATCATACATTAACTCATCCA
	BamHI

	12
	AACATATGGAGCGAGATATTAGCAAG
	NdeI

	13
	AAGGATCCTTATTCATCCCCTTCGAGTGC
	BamHI

	14
	AACATATGCCTGATTTAAGCCATGAAG
	NdeI

	21
	CGAGATCTTTATGTCCCGTTCGAAAGATGAAG
	BglII

	26
	CGGGATCCTTATGTCCAAAAAATATCGAACTCC
	BamHI

	27
	ATTCTGCAGTTAACGAGTTGGTTTGGATATGG
	PstI

	28
	CGGGATCCTTATGGCTAAAATTTATAATGCAC
	BamHI

	29
	ATTCTGCAGCTAATTTATTTCTGGTATACTTT
	PstI

	30
	CGGGATCCTTATGGTGATAAACATGGTTGACG
	BamHI

	31
	ATTCTGCAGCTATTTCTTTATAATTCCCGTG
	PstI

	32
	CGGGATCCTTATGCGTTCGATTATTACACAAATC
	BamHI

	33
	TTGAAGCTTTTAAATAGTAAGACTCGAGTTAG
	PstI

	34
	CGGGATCCTTATGCCTAAGTACGTTGAAGGGATAG
	BamHI

	35
	ATTCTGCAGTTACAATCTTAAGAGAGTTCCTTG
	PstI

	36
	CGGGATCCTTATGCCACGAATCACTGAAAATATAG
	BamHI

	37
	ATGAAGCTTTTAGAAGTTTACTGGCGTGGGG
	HindIII

	47
	AAAGATCTTTATATGCGCATCGTACTTTCAG
	BglII

	52
	CGGGATCCTTGAACCATCGATGAGCTCTAC
	BamHI

	69
	CAGTTCCAGTTTCTAAAACTTCATCTTTCGAAC
	oligo

	70
	AGTTTTAGAAACTGGAACTGAAAGTACGATG
	oligo

	71
	AATCTAGAGAGCTTTATATAATTTGCTATTTC
	XbaI

	75
	AACTGCAGTTAGTATATTGACATGGCATATCCT
	PstI

	76
	AAAGATCTTTTACATGGATCCTGAAGCCTCA
	BglII

	93
	CGGGATCCTTCTTATAGCAAATTTATTTAAACAAAA
	BamHI

	94
	CGGGATCCTTGTCCTAAAATTTGTATCAAAAAGT
	BamHI

	95
	CGGGATCCTTTTCGCACCCAAGACTAGGG
	BamHI

	103
	AAGAGCTCCCAAATTCACTTGTGCCTTGC
	SacI

	104
	CGAGATCTTTGTAGAGTTAAAAACGCAAGTTAC
	BglII

	105
	CGAGATCTTTACACAAGTTAAAAATAAAGTCGAA
	BglII

	106
	CGAGATCTTTGTTATATCAGAATCCTCTGTAAA
	BglII

	147
	AACTGCAGTTATTGTCTGGGACTTGTAGTTAAT
	PstI

	148
	CGGGATCCTTGAAGAAAACATCGATTCAGAAC
	BamHI

	149
	GATCCTTGAAACTGGAACTGAAAGTACGATGCGCATATAACTGCA
	oligo

	150
	GTTATATGCGCATCGTACTTTCAGTTCCAGTTTCAAG
	oligo

	151
	GATCCTTAGTACGATGCGCATATAACTGCA
	oligo

	152
	GTTATATGCGCATCGTACTAAG
	oligo

	171
	CGAGATCTTTGGTCCAGAAAAAAAAGAATTCAA
	BglII

	172
	AACTGCAGTTAAGCTACAAGCTCATGCATTTTT
	PstI

	173
	AACTGCAGTTATTGGCATGGAGAGTCAATTTTG
	PstI

	174
	AACTGCAGTTATTTAAATGGCTTGGCTATCGTT
	PstI

	194
	AACTGCAGTTAGCTCATCGATGGTTCTTGTC
	PstI

	195
	AACTGCAGTTAAGTTAATTCCGTTTTATCAGTAG
	PstI

	196
	AACTGCAGTTATTCTTCCACCAATTCATCAATTT
	PstI

	205
	AAGGATCCTTCATCCAGAAATTGAAAAAGCCC
	BamHI

	246
	CGCTGCAGTTACTTGTCATCGTCGTCCTTGTAGTCTATGCGCATCGTACTTTCAGT
	PstI

	247
	CGCTGCAGTTACTTGTCATCGTCGTCCTTGTAGTCAAATTTTAATTGTCTACCTTTTTCT
	PstI

	263
	AACATATGGTCCTAAAATTTGTATCAAAAAGT
	NdeI

	290
	AACATATGGCAGACGGCGATATCGAAAT
	NdeI

	291
	AAGGATCCTTATTTTCGTGCAGTAGTTGCA
	BamHI

	316
	AACTGCAGTTATGAGTCTACCTCTTTTTTAGC
	PstI
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