Table S1: Whole dataset from the 50 replicate infected plants
	
	Plant N°
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	16
	17
	18
	19
	20
	21
	22
	23
	24
	25

	p
	VIT 1
	46.1
	38.8
	45.7
	44.7
	43.2
	41.1
	48.7
	43.2
	41.6
	44.9
	42.9
	45.9
	44.6
	37.5
	40.5
	41.8
	41.7
	35.1
	39.2
	45.4
	41.5
	43.5
	38.9
	40.5
	39.0

	
	VIT 2
	4.7
	3.7
	0.7
	3.3
	5.0
	3.9
	4.3
	8.6
	2.3
	4.6
	3.0
	5.3
	4.5
	3.9
	3.8
	4.1
	3.8
	5.4
	2.1
	3.2
	4.0
	3.2
	12.1
	2.2
	4.9

	
	VIT 3
	39.1
	44.6
	46.8
	37.1
	37.7
	39.9
	40.4
	34.8
	47.4
	39.6
	42.6
	42.3
	42.5
	48.7
	44.7
	40.9
	44.2
	50.4
	49.7
	42.2
	44.1
	44.7
	33.7
	44.1
	42.3

	
	VIT 4
	10.2
	10.4
	6.7
	13.2
	11.6
	11.9
	5.3
	12.2
	8.5
	9.4
	10.2
	6.2
	8.1
	8.6
	9.4
	11.5
	10.3
	9.1
	9.1
	9.2
	8.9
	8.6
	8.1
	13.2
	12.5

	
	VIT 5
	-
	-
	-
	-
	-
	2.7
	-
	-
	-
	-
	-
	0.3
	0.3
	1.3
	0.6
	0.2
	-
	-
	-
	-
	-
	-
	7.1
	-
	-

	
	VIT 6
	-
	2.5
	-
	1.7
	2.4
	0.5
	1.3
	1.2
	0.4
	1.5
	1.3
	-
	-
	-
	1.1
	1.6
	-
	-
	-
	-
	1.4
	-
	-
	-
	1.3

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	p'
	VIT 1
	56.2
	38.1
	46.3
	46.1
	49.1
	49.5
	50.3
	53.5
	42.0
	55.4
	45.7
	53.7
	46.7
	43.7
	44.3
	50.0
	44.6
	49.9
	48.6
	46.3
	37.9
	45.3
	43.1
	44.2
	45.6

	
	VIT 2
	-
	2.8
	3.0
	-
	5.5
	1.4
	4.5
	-
	-
	-
	2.5
	2.2
	1.4
	2.8
	4.7
	2.3
	3.7
	2.4
	2.1
	5.8
	5.4
	3.6
	6.6
	-
	-

	
	VIT 3
	39.1
	51.9
	38.0
	47.1
	35.2
	37.9
	37.9
	32.0
	48.1
	38.5
	40.8
	38.8
	40.6
	42.8
	40.5
	41.5
	43.3
	42.0
	45.0
	31.3
	39.2
	40.0
	40.5
	44.7
	41.8

	
	VIT 4
	4.7
	7.1
	12.1
	6.8
	10.2
	11.1
	7.3
	9.6
	5.7
	6.1
	11.0
	5.2
	6.8
	7.3
	10.5
	6.2
	8.3
	5.6
	4.2
	9.7
	12.0
	9.2
	7.8
	10.6
	10.9

	
	VIT 5
	-
	-
	-
	-
	-
	-
	-
	4.9
	1.6
	-
	-
	-
	0.2
	-
	-
	-
	-
	-
	-
	1.8
	4.1
	1.9
	2.1
	0.6
	1.7

	
	VIT 6
	-
	-
	0.7
	-
	-
	-
	-
	-
	2.5
	-
	-
	-
	4.2
	3.4
	-
	-
	-
	-
	-
	5.1
	1.4
	-
	-
	-
	-

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	Plant N°
	26
	27
	28
	29
	30
	31
	32
	33
	34
	35
	36
	37
	38
	39
	40
	41
	42
	43
	44
	45
	46
	47
	48
	49
	50

	p
	VIT 1
	42.8
	37.6
	31.9
	40.1
	37.9
	39.5
	40.5
	44.0
	42.7
	45.4
	43.8
	43.9
	43.7
	41.1
	37.3
	40.0
	36.4
	47.6
	41.1
	43.5
	42.1
	42.0
	48.2
	37.9
	34.2

	
	VIT 2
	1.3
	3.0
	6.2
	4.5
	4.8
	0.4
	3.1
	3.2
	6.8
	5.5
	3.6
	2.6
	4.9
	3.9
	6.4
	6.3
	4.2
	4.1
	3.7
	6.1
	2.8
	2.7
	4.9
	3.7
	6.0

	
	VIT 3
	50.0
	37.4
	39.1
	45.0
	43.4
	54.3
	44.6
	40.8
	40.1
	40.1
	43.4
	45.0
	41.0
	42.9
	45.8
	43.4
	43.6
	35.7
	40.1
	39.8
	48.2
	43.2
	35.2
	41.5
	39.0

	
	VIT 4
	5.8
	20.4
	20.8
	9.7
	11.3
	5.8
	9.5
	11.3
	10.4
	8.9
	9.1
	8.5
	9.3
	10.5
	10.1
	10.0
	11.3
	9.9
	12.3
	10.5
	6.9
	10.2
	9.5
	14.4
	12.6

	
	VIT 5
	-
	-
	-
	0.5
	2.6
	-
	-
	0.7
	-
	-
	-
	-
	1.1
	-
	-
	0.3
	-
	-
	-
	0.2
	-
	-
	2.1
	2.5
	4.9

	
	VIT 6
	-
	1.6
	2.0
	-
	-
	-
	2.4
	-
	-
	-
	0.1
	-
	-
	1.6
	0.3
	-
	4.5
	2.6
	2.8
	-
	-
	1.9
	-
	-
	3.3

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	p'
	VIT 1
	40.7
	45.7
	37.2
	44.1
	39.1
	45.3
	41.8
	50.4
	48.3
	46.7
	46.5
	48.2
	48.3
	44.9
	42.4
	42.8
	41.3
	48.3
	42.8
	46.8
	51.0
	42.7
	42.1
	41.1
	43.2

	
	VIT 2
	-
	4.0
	5.3
	0.4
	3.8
	-
	2.2
	3.6
	4.3
	1.6
	2.4
	1.6
	4.9
	0.6
	3.3
	5.3
	-
	1.7
	1.6
	5.5
	2.6
	4.4
	2.9
	-
	-

	
	VIT 3
	52.8
	28.8
	41.5
	42.4
	41.9
	50.4
	49.6
	37.2
	39.7
	35.0
	43.6
	42.8
	31.4
	44.4
	45.2
	39.3
	41.3
	41.9
	45.3
	33.1
	38.4
	37.4
	41.6
	45.9
	36.4

	
	VIT 4
	6.5
	20.0
	15.9
	9.1
	10.9
	4.3
	6.3
	8.8
	7.3
	10.2
	7.4
	7.0
	13.2
	9.3
	9.2
	11.7
	14.7
	6.4
	9.9
	14.5
	7.6
	13.1
	7.6
	9.7
	13.8

	
	VIT 5
	-
	1.6
	0.1
	-
	4.3
	-
	-
	-
	0.4
	1.0
	-
	0.4
	2.2
	0.8
	-
	0.9
	2.7
	1.8
	0.4
	-
	0.4
	2.4
	-
	3.4
	6.5

	
	VIT 6
	-
	-
	-
	3.9
	-
	-
	-
	-
	-
	5.5
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	5.9
	-
	-


p represents the marker relative frequency in initial populations

p’ represents the marker relative frequency in final populations

All values are indicated as percentage of the viral genome population

· marker not detected
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