S2) Among the Kilifi sequences there were 55 variants of PoLV1, 25 of PoLV2, 39 of PoLV3 and 33 of PoLV4. 83% of distinct Kilifi sequences contained PoLV1 motifs found in 3D7, 92% contained 3D7 PoLV2 motifs, 86% and 91% contained 3D7 PoLV3 and PoLV4 motifs respectively. Only 3 PoLV motifs found in the 3D7 genome were absent from the Kilifi sequences (Figure 2A). Two of these (PoLV1LWKG, denoting the amino acid sequence LWKG at PoLV1, and  PoLV3EVIT) are unique to a particular class of var gene called “var2CSA” [1]. The other (PoLV4PPVV) is found only in the “type 3” var genes [2].  In 3D7 neither genes have the DBLAF and DBLBR priming sites that would allow them to be amplified. 
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