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Abstract

Interferon regulatory factor-8 (IRF-8) is critical for Th1 cell differentiation and negatively reg-

ulates myeloid cell development including myeloid-derived suppressor cells (MDSC).

MDSC expand during infection with various pathogens including the gastrointestinal (GI)

nematode Heligmosomoides polygyrus bakeri (Hpb). We investigated if IRF-8 contributes to

Th2 immunity to Hpb infection. Irf8 expression was down-regulated in MDSC from Hpb-

infected C57BL/6 (B6) mice. IRF-8 deficient Irf8-/- and BXH-2 mice had significantly higher

adult worm burdens than B6 mice after primary or challenge Hpb infection. During primary

infection, MDSC expanded to a significantly greater extent in mesenteric lymph nodes

(MLN) and spleens of Irf8-/- and BXH-2 than B6 mice. CD4+GATA3+ T cells numbers were

comparable in MLN of infected B6 and IRF-8 deficient mice, but MLN cells from infected

IRF-8 deficient mice secreted significantly less parasite-specific IL-4 ex vivo. The numbers

of alternatively activated macrophages in MLN and serum levels of Hpb-specific IgG1 and

IgE were also significantly less in infected Irf8-/- than B6 mice. The frequencies of antigen-

experienced CD4+CD11ahiCD49dhi cells that were CD44hiCD62L- were similar in MLN of

infected Irf8-/- and B6 mice, but the proportions of CD4+GATA3+ and CD4+IL-4+ T cells were

lower in infected Irf8-/- mice. CD11b+Gr1+ cells from naïve or infected Irf8-/- mice suppressed

CD4+ T cell proliferation and parasite-specific IL-4 secretion in vitro albeit less efficiently

than B6 mice. Surprisingly, there were significantly more CD4+ T cells in infected Irf8-/- mice,

with a higher frequency of CD4+CD25+Foxp3+ T (Tregs) cells and significantly higher num-

bers of Tregs than B6 mice. In vivo depletion of MDSC and/or Tregs in Irf8-/- mice did not

affect adult worm burdens, but Treg depletion resulted in higher egg production and
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enhanced parasite-specific IL-5, IL-13, and IL-6 secretion ex vivo. Our data thus provide a

previously unrecognized role for IRF-8 in Th2 immunity to a GI nematode.

Author summary

We investigated if IRF-8, which is critical for Th1 immunity and negatively regulates mye-

loid cell development including MDSC, contributes to Th2 immunity to the gastrointesti-

nal nematode Heligmosomoides polygyrus bakeri (Hpb). Irf8 expression was down-

regulated in MDSC from infected C57BL/6 (B6) mice. Hpb-infected IRF-8 deficient mice

had significantly higher adult worm burdens than B6 mice. There were significantly more

MDSC, fewer alternatively activated macrophages, lower serum levels of Hpb-specific

antibodies in infected IRF-8 deficient than B6 mice, and MLN cells from infected IRF-8

deficient mice secreted less parasite-specific IL-4 ex vivo. There were similar frequencies

of antigen-experienced CD4+CD11ahiCD49dhi T cells in MLN that were CD44hiCD62L-

in infected Irf8-/- and B6 mice, but lower proportions of CD4+GATA3+ and CD4+IL-4+ T

cells in Irf8-/- mice. Infected Irf8-/- mice had a higher frequency of CD4+Foxp3+ T (Tregs)

cells and significantly higher numbers of Tregs compared to infected B6 mice. MDSC

from infected Irf8-/- mice suppressed CD4+ T cell effector functions in vitro albeit less effi-

ciently than B6 mice. Treg and/or MDSC depletion did not affect adult worm burdens in

infected Irf8-/- mice, but Treg depletion partially restored Th2 cytokine responses. These

data highlight the importance of IRF-8 in Th2 immunity to Hpb infection.

Introduction

Interferon regulatory factor (IRF)-8 is a member of the IRF family of transcription factors and

plays an important role in regulating proinflammatory cytokines especially IL-12p40, which is

critical for Th1 cell differentiation [1]. IRF-8 is essential for the development of various mye-

loid-derived cells including macrophages, dendritic cells (DC), eosinophils, and basophils, but

negatively regulates neutrophil differentiation [2, 3]. Through its IRF-8 association domain

(IAD), IRF-8 interacts with other transcription factors, such as PU-1, IRF-1, IRF-4, and IRF-2,

and plays an important role in immunity against tumors and infections with intracellular path-

ogens, including bacteria, viruses, and protozoan parasites [4–6]. Irf8-/- mice develop a disease

similar to chronic myeloid leukemia characterized by expansion of immature Gr1+ granulo-

cytes [7]. Partial or total loss-of-function of IRF-8 results in decreased resistance to infections

with intracellular pathogens such as Toxoplasma gondii in mice and Mycobacterium tuberculo-
sis in humans [8, 9].

BXH-2 mice, a recombinant inbred strain generated by a cross between C57BL/6 (B6) and

C3H/HeJ mice, carry an arginine-to-cysteine substitution at position 294 in the IAD of the Irf8
gene [10, 11]. In the presence of this mutation, IRF-8 is unable to bind to its partner transcrip-

tion factors resulting in a phenotype similar to Irf8-/- mice. BXH-2 mice display increased mye-

loproliferation of CD11b+Gr1+ cells with splenomegaly and lymph node enlargement [10, 12].

Like Irf8-/- mice, BXH-2 mice are highly susceptible to infections with intracellular pathogens

including M. bovis (BCG), Salmonella enterica serovar Typhimurium, and Plasmodium cha-
baudi AS as well as M. tuberculosis [13, 14].

During infection, IRF-8 is induced in antigen presenting cells (APC) by IFN-γ and TLR

ligands, binds to IRF-4, and stimulates IL-12 as well as IL-18 secretion, resulting in CD4+ Th1
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cell differentiation and elimination of intracellular pathogens [15, 16]. The severe immunode-

ficiency and failure to produce IFN-γ and Th1-associated cytokines evident in Irf8-/- and BXH-

2 mice is considered to be due to a deficiency in CD11c+CD8α+ DC responsible for producing

high levels of IL-12 as well as type 1 interferon [12, 17]. On one hand, Irf8-/- mice are resistant

to experimental autoimmune encephalomyelitis (EAE) due to a deficiency in Th17 cell expan-

sion [18]. On the other hand, Ouyang et al observed that IRF-8 deficient mice have enhanced

Th17 cell differentiation in vitro and adoptive transfer of naïve CD4+ T cells from Irf8-/- mice

results in enhanced Th17 responses and more severe intestinal inflammation in a Rag-/- mouse

model of colitis than cells from control mice [19]. These data highlight the importance of IRF-

8 in Th1- and Th17-mediated immune responses, but the effect of IRF-8 deficiency on Th17

cell differentiation appears to be variable depending on the experimental model used.

Earlier, Giese et al observed that Irf8-/- mice are susceptible to Leishmania major infection

compared to wild-type (WT) B6 mice, which are resistant [15]. Draining lymph node and

spleen cells from infected Irf8-/- mice produce high levels of antigen-specific IL-4, the signature

Th2 cytokine, and little or no IFN-γ, compared to cells from infected B6 mice. Based on these

findings, it was concluded that a deficiency in IRF-8 leads to Th2 cell differentiation as a

default pathway due to deficient IL-12 secretion by APC [15]. These data indicate that IRF-8 is

critical for Th1- and Th17-mediated immune responses, but its role in Th2 responses has not

been investigated.

Heligmosomoides polygyrus bakeri (Hpb) is a natural pathogen of mice that serves as a labo-

ratory model of gastrointestinal (GI) nematode infection [20]. Hpb infection is associated with

strong immunosuppressive effects and induces regulatory T cells (Tregs), tolerogenic DC, reg-

ulatory B cells, and high levels of the immunoregulatory cytokines IL-10 and TGFβ [20–23].

Primary Hpb infection is chronic and can last up to several months in some inbred mouse

strains, including B6 mice [21]. Adult worms are rapidly cleared after challenge infection due

to a highly polarized Th2 immune response critically dependent on IL-4-producing

CD4+GATA3+ T cells, alternatively activated macrophages (AAMØ), B cells, and parasite-spe-

cific IgG1 [22]. Together, these cells and their effector molecules play important roles in elimi-

nating the infection.

Recently, we showed that F4/80-CD11b+Gr1hi myeloid-derived suppressor cells (MDSC)

increase dramatically during primary Hpb infection in B6 mice [24]. We also demonstrated

that MDSC contribute to chronic infection characteristic of these hosts by suppressing para-

site-specific Th2 responses. MDSC are a heterogeneous population of immature myeloid cells

that suppress effector CD4+ and CD8+ T cell responses, including proliferation and cytokine

production [25]. Interestingly, MDSC are present in high numbers in naïve Irf8-/- mice [26].

MDSC expansion is associated with faster tumor growth in Irf8-/- mice than in WT B6 mice,

while expansion of MDSC is diminished during tumor growth in transgenic mice that over-

express Irf8. The expression of Irf8 is down-regulated in breast cancer patients, and the level

correlates inversely with the frequency of peripheral MDSC. Together, these data indicate IRF-

8 negatively regulate MDSC.

Here, we investigated the contribution of IRF-8 to the development of Th2 immunity to

Hpb infection. Irf8 expression was down-regulated in B6 MDSC after primary Hpb infection,

suggesting a role for this transcription factor in regulating Th2 immune responses. IRF-8 defi-

cient Irf8-/- and BXH-2 mice harboured significantly higher adult worm burdens than B6 mice

after primary or challenge Hpb infection. During primary infection, high worm burdens in

IRF-8-deficient mice were associated with marked expansion of MDSC in mesenteric lymph

node (MLN) and spleen. MLN and spleen cells from infected Irf8-/- mice secreted significantly

lower levels of parasite-specific IL-4 ex vivo than infected B6 mice. Further analysis revealed

that deficient IL-4 secretion by cells from infected Irf8-/- mice was not due to differentiation of
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naïve CD4+ T cells to Th1/Th17 cells. Importantly, lower proportions of CD4+ T cells

expressed GATA3 and IL-4, but a higher proportion of CD4+ T were Foxp3+ in Irf8-/- com-

pared to B6 mice during Hpb infection. Indeed, MDSC from naïve and infected Irf8-/- mice

suppressed antigen-specific IL-4 secretion in vitro. Administration of 5-FU to infected Irf8-/-

mice significantly decreased MDSC in MLN, but there were no effects on the adult worm bur-

den or egg production. We also observed significantly higher numbers of total CD4+ T cells

and CD4+CD25+Foxp3+ cells in Irf8-/- mice compared to B6 mice during Hpb infection.

Depletion of Tregs in infected Irf8-/- mice enhanced Th2 cytokine responses without affecting

the adult worm burden but egg production was significantly increased.

Results

Irf8 expression is down-regulated in MDSC during Hpb infection and

contributes to higher adult worm burdens

We recently showed that MDSC increase significantly in local and systemic lymphoid tissues

in B6 mice during primary Hpb infection and contribute to chronic infection by suppressing

Th2 responses [24]. Irf8 levels are decreased in MDSC recovered from tumor-bearing mice

and cancer patients [26]. To determine if Irf8 expression is modulated during Hpb infection,

we analyzed the levels in tissues as well as purified CD11b+Gr1+ cells from naïve and infected

B6 mice by qRT-PCR. There were no differences in Irf8 expression in MLN or spleen from

naïve versus Hpb-infected mice (S1 Fig). However, Irf8 expression was significantly down-reg-

ulated in purified CD11b+Gr1+ cells from infected compared to naïve B6 mice (Fig 1A).

To investigate if IRF-8 plays a role in Th2 immunity, WT B6 and Irf8-/- mice were infected

with Hpb and the adult worm burden was determined on day 14 after primary infection. A sig-

nificantly higher number of adult worms was recovered from Irf8-/- compared to B6 mice (Fig

1B). We confirmed the importance of IRF-8 deficiency in controlling primary Hpb infection

by examining the adult worm burden in BXH-2 mice that bear a mutation in the IAD region

of the Irf8 gene [11]. Consistent with our findings in Irf8-/- mice, BXH-2 mice harboured sig-

nificantly more adult worms than progenitor B6 or C3H/HeJ mice (Fig 1B). We also deter-

mined if a deficiency in IRF-8 perturbed protective Th2 immunity required for eliminating

adult worms after challenge Hpb infection. Two weeks after re-infection of anthelmintic-

treated mice, Irf8-/- as well as BXH-2 (Fig 1C) mice had significantly more adult worms in the

small intestine than B6 mice. These data indicate that Irf8 expression is down-regulated during

primary Hpb infection and a partial or total loss-of-function in IRF-8 affects immune control

of the adult worm burden after both primary and challenge Hpb infections.

IRF-8 deficiency is associated with expansion of MDSC and decreased

CD4+ Th2 cell effector function after Hpb infection

To determine if differences in immune cell populations in lymphoid tissues, especially in

MLN, contributed to higher worm burdens in IRF-8 deficient mice, we examined the numbers

and cellular composition of MLN and spleen from naïve and Hpb-infected B6 versus similar

groups of Irf8-/- and BXH-2 mice. There were significantly higher numbers of total cells in

MLN and spleen of naïve Irf8-/-, but not in BXH-2 mice, than B6 mice (S2 Fig). On day 14 after

primary or challenge infection, there were marked increases in the total cellularity of lymphoid

tissues from B6 as well as IRF-8 deficient mice with significantly higher cell numbers in the

MLN and spleen of Irf8-/- compared to B6 mice.

As previously reported, the number of F4/80-CD11bhiGr1hi cells was significantly higher in

the spleen of naïve Irf8-/- compared to B6 mice (S3A Fig) [26]. In addition, we observed a
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significantly higher frequency and number of these cells in MLN of naïve Irf8-/- than B6 mice

(S3A & S4 Figs). There was also a significantly higher frequency of MDSC in MLN of naïve

BXH-2 vs. B6 mice although the number of MDSC was similar (S3B & S4 Figs). Similar to

naïve Irf8-/- mice, there was a significantly higher number of MDSC in the spleen of naïve

BXH-2 than B6 mice.

Consistent with our previous observation, the frequency of F4/80-CD11bhiGr1hi cells

increased significantly in MLN of infected compared to naïve B6 mice on day 14 post infection

(p.i.) (S4 Fig) [24]. In contrast, the frequency of MDSC decreased during Hpb infection in

IRF-8 deficient mice compared to naïve mice (S4 Fig). Importantly, there were significantly

higher numbers of F4/80-CD11bhiGr1hi cells in the MLN of infected Irf8-/- and BXH-2 mice

compared to B6 mice (Fig 2A–2C). Interestingly, the numbers of CD4+GATA3+ T cells in

MLN were similar in infected Irf8-/- and B6 mice (Fig 2D), but the number of F4/

80+CD11b+CD206+ AAMØ was significantly lower in infected Irf8-/- mice (Fig 2E). Similar

findings were observed for CD4+GATA3+ cells and AAMØ in MLN of BXH-2 compared to

B6 mice after primary Hpb infection (S3C and S3D Fig).

Despite similar numbers of CD4+GATA3+ T cells in the MLN of Hpb-infected B6 and IRF-

8-deficient mice, IL-4 secretion ex vivo was significantly lower in response to AWH by MLN

as well as spleen cells from infected Irf8-/- compared to B6 mice (Fig 3A and 3B). Likewise,

MLN cells from infected BXH-2 mice produced significantly lower levels of AWH-specific IL-

4 ex vivo than infected B6 mice (S3E Fig). In addition, serum levels of HES-specific IgG1 and

IgE were significantly lower in Hpb-infected Irf8-/- compared to B6 mice (Fig 3C).

To further characterize the CD4+ T cell response in IRF-8 deficient mice after Hpb infec-

tion, we used the surrogate marker approach described by McDermott at al to identify anti-

gen-experienced CD4+ T cells [27]. Previous studies in mice infected with a variety of

pathogens have validated this approach, which is based on increased co-expression of the

Fig 1. Irf8 expression is down-regulated in MDSC and contributes to higher worm burdens after Hpb infection. (A) Irf8 expression in

CD11b+Gr1+ cells purified from spleens of naïve and infected C57BL/6 (B6) mice on day 7 p.i. Each point represents cells pooled from 2 naïve mice

or one infected B6 mouse. Representative results of one of two replicate experiments are shown. Data are presented as relative quantity of Irf8

normalized against the endogenous control Actb. (B) Adult worm burden after primary Hpb infection in WT B6 and progenitor C3H/HeJ mice

compared to Irf8-/- and IRF-8 deficient BXH-2 mice. The worm burdens of individual mice pooled from independent experiments are shown. (C) Adult

worm burden after challenge Hpb infection in WT B6, Irf8-/- and BXH-2 mice. The worm burdens of individual mice pooled from independent

experiments are shown. Data are presented as mean ± SEM. ns, not significant; **, p� 0.01; ***, p� 0.001; ****, p� 0.0001.

https://doi.org/10.1371/journal.ppat.1006647.g001
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Fig 2. Immunophenotype of cells in MLN of C57BL/6 and IRF-8 deficient mice after primary Hpb infection. (A)

Gating strategy used to analyze F4/80-CD11bhiGr1hi (MDSC) and F4/80+CD11b+CD206+ (AAMØ) cells by flow

cytometry. Total numbers of F4/80-CD11bhiGr1hi cells in MLN of (B) C57BL/6 (B6) and Irf8-/- mice and (C) B6 and

BXH-2 mice on day 14 p.i. Total numbers of (D) CD4+GATA3+ T cells and (E) F4/80+CD11b+CD206+ cells in MLN of

IRF-8 modulates Th2 immunity to a GI nematode
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integrins CD11a and CD49d, to track CD4+ T cell responses even without knowledge of patho-

gen-specific epitopes [28–30]. As expected, there were low frequencies of CD4+CD11ahiCD49-

dhi cells in MLN of naïve B6 and Irf8-/- mice (Fig 3D upper panels). After Hpb infection, the

frequency of this population increased to similar levels in MLN of B6 and Irf8-/- mice (Fig 3D

lower panels). Between 50–60% of CD4+CD11ahiCD49dhi cells in naïve B6 and Irf8-/- mice

were CD44hiCD62L- and the frequency of this population increased in B6 as well as Irf8-/- mice

to 70–80% during Hpb infection.

To address the possibility that CD4+ T cells differentiated to Th cell subsets other than Th2

cells in Irf8-/- mice during Hpb infection, we analyzed the expression of transcription factors

and cytokines that distinguish various Th cell subsets, including Tregs, in MLN CD4+ T cells.

Immunophenotyping of gated CD4+ T cells showed that 73% of total CD4+ T cells in MLN of

B6 mice and 76% in Irf8-/- mice were undifferentiated on day 14 p.i. (Fig 3E). During Hpb

infection, 11% of the total CD4+ T cells were GATA3+ and 9% were Foxp3+ in B6 mice, while

7% expressed GATA3 and 12% expressed Foxp3 in Irf8-/- mice. There were no significant dif-

ferences between the proportions of CD4+GATA3+ and CD4+Foxp3+ T cells between infected

B6 and Irf8-/- mice, but the ratio of the proportions of Tregs to Th2 cells was significantly

higher in infected Irf8-/- compared to B6 mice (Fig 3F). Consistent with the findings described

above that MLN cells from infected Irf8-/- mice secreted significantly lower levels of parasite-

specific IL-4 ex vivo than cells from infected B6 mice, only 1% of CD4+ T cells were IL-4+ in

Irf8-/- compared to 2% in B6 mice during Hpb infection. The proportions of CD4+ T cells that

expressed ROR-γt, IL-17 or IFN-γ were low in MLN of both genotypes after infection. These

data indicate CD4+ T cells in infected Irf8-/- mice did not differentiate to the Th1 or Th17 path-

way as a default, but that Tregs may be the dominate CD4+ T cell population in these mice dur-

ing Hpb infection.

Suppression of CD4+ T cell effector function by MDSC from Irf8-/- mice

Previously, we showed that purified CD11b+Gr1+ cells from Hpb-infected B6 mice potently

suppress antigen-specific CD4+ T cell proliferation and IL-4 secretion in vitro [24]. To investi-

gate if MDSC from Irf8-/- mice suppress CD4+ T cell proliferation, purified CD11b+Gr1+ cells

from naïve and infected B6 or Irf8-/- mice were co-cultured with CFSE-labeled spleen cells

from naïve B6 mice. Following stimulation with Con A, proliferation was examined in gated

CD4+ T cells by CFSE staining. On a cell-per-cell basis, CD11b+Gr1+ cells recovered from the

spleens of naïve and infected Irf8-/- mice were less suppressive than CD11b+Gr1+ cells from B6

mice at ratios of MDSC to responder cells of 1:1 and 1:4 (Fig 4A and 4B) as well as 1:8 (S5 Fig).

Nevertheless, MDSC from either genotype suppressed CD4+ T cell proliferation to Con A

in a dose-dependent manner compared to the control (Fig 4D). The low numbers of

CD11b+Gr1+ cells obtained from MLN permitted us to compare the suppressive activity of

MDSC from B6 vs. Irf8-/- mice at only a 1:4 ratio. Although CD11b+Gr1+ cells purified from

MLN of naïve B6 or Irf8-/- mice suppressed Con A-induced proliferation to a similar albeit

negligible extent compared to the control culture, CD11b+Gr1+ cells from infected B6 mice

were more suppressive than cells from infected Irf8-/- mice (Fig 4C).

We also compared the ability of MDSC from B6 and Irf8-/- mice to suppress Hpb-specific

IL-4 secretion. Purified CD11b+Gr1+ cells were co-cultured with spleen cells from infected B6

B6 and Irf8-/- mice on day 14 p.i. n = 5 mice/group. Data are representative of three replicate experiments in B6 and

Irf8-/- mice and two replicate experiments in B6 and BXH-2 mice. Data are presented as mean ± SEM. ns, not

significant; *, p� 0.05; **, p� 0.01.

https://doi.org/10.1371/journal.ppat.1006647.g002
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Fig 3. Analysis of CD4+ Th2 cell effector function in Hpb-infected C57BL/6 and Irf8-/- mice. (A) MLN and (B)

spleen cells obtained from C57BL/6 (B6) and Irf8-/- mice (n = 5 mice per group) on day 14 p.i. were stimulated ex

vivo with 50 μg AWH. Supernatants were collected 48 h later and IL-4 levels determined by ELISA. Data

representative of two to three replicate experiments are presented as mean ± SEM. **; p� 0.01; ***, p�0.001.

(C) HES-specific IgG1 and IgE titers in the sera of naïve and infected B6 and Irf8-/- mice on day 14 p.i. Each point
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represents one mouse. Mean ± SEM for each group is shown. *, p� 0.05; ***, p�0.001. (D) MLN cells were

obtained from naïve and infected B6 or Irf8-/- mice on day 14 p.i. (n = 3 mice per group). CD11a and CD49d

expression were analyzed on gated CD4+ T cells by flow cytometry. CD11ahiCD49dhi cells were gated and the

expression of CD44 and CD62L was analyzed. Representative contour plots of one mouse from each group are

shown for co-expression of CD11a and CD49d and CD44 and CD62L. Data presented for B6 mice are from one

of 2 replicate experiments performed. (E) Gated CD4+ T cells obtained from naïve and infected B6 or Irf8-/- mice

on day 14 p.i. (n = 3 mice/group) were analyzed for intracellular expression of GATA3, Foxp3, IL-4, ROR-γt, IFN-

γ, and IL-17 by flow cytometry. The proportions of each cell type are shown as a percent of total CD4+ T cells. (F)

The ratios of the proportions of CD4+Foxp3+ to CD4+GATA3+ T cells were determined for C57BL/6 and Irf8-/-

mice based on the data shown in panel E. Each point represents one mouse. Mean ± SEM for each group is

shown. *, p� 0.05.

https://doi.org/10.1371/journal.ppat.1006647.g003

Fig 4. CD4+ T cells are suppressed by MDSC from naïve or Hpb-infected C57BL/6 and Irf8-/- mice. Purified CD11b+Gr1+ cells from spleen of naïve

(A) and infected (B) C57BL/6 (B6) or Irf8-/- mice were co-cultured with CFSE-labeled spleen cells from naïve B6 mice and stimulated with 2 μg/ml Con A.

(C) Purified CD11b+Gr1+ cells from MLN of naïve or infected C57BL/6 (B6) and Irf8-/- mice were co-cultured with CFSE-labeled spleen cells from naïve B6

mice and stimulated with 2 μg/ml Con A. (D) Control cultures containing responder cells alone (top) or responder cells stimulated with 2 μg/ml Con A

(bottom). CFSE dilution in panels A-D was analyzed in gated CD4+ T cells by flow cytometry. The data shown are representative of two replicate

experiments. Purified CD11b+Gr1+ cells from spleens (E) or MLN (F) of naïve or infected B6 and Irf8-/- mice were co-cultured with spleen cells from

infected B6 mice and stimulated with medium or 50 μg AWH. IL-4 levels were determined in 48 h supernatants by ELISA. The ratio of MDSC:responder

cells is indicated for each panel. The data shown are representative of two to three replicate experiments and are presented as mean ± SEM. ND, not

detectable; ****, p� 0.0001.

https://doi.org/10.1371/journal.ppat.1006647.g004
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mice and stimulated with AWH. Spleen CD11b+Gr1+ cells from B6 as well as Irf8-/- mice,

either naïve or infected, significantly suppressed IL-4 secretion compared to spleen cells stimu-

lated with AWH alone (Fig 4E). However, IL-4 secretion was significantly lower in co-cultures

with CD11b+Gr1+ cells from naïve or infected B6 compared to similar groups of Irf8-/- mice.

Importantly, CD11b+Gr1+ cells purified from the MLN of naïve or infected Irf8-/- mice signifi-

cantly suppressed AWH-induced IL-4 secretion at ratios of 1:1 and 1:2 MDSC to responder

cells compared to responder cells stimulated with AWH in the absence of MDSC (Fig 4F).

MDSC depletion does not alter adult worm burdens in infected Irf8-/-

mice

Administration of the chemotherapeutic agent 5-fluorouracil (5-FU) to tumor-bearing mice

significantly decreases MDSC in tissue and peripheral blood and restores anti-cancer immune

responses [31, 32]. To determine if 5-FU treatment depletes MDSC and enhances Th2 immu-

nity in Hpb-infected mice, B6 mice were treated i.p. with 5-FU or PBS as a control on day -2

prior to infection and on days 5 and 12 p.i. MDSC were significantly decreased in MLN of

5-FU-treated compared to PBS-treated B6 mice on day 7 p.i. (Fig 5A). Consistent with previ-

ous findings in tumor-bearing mice treated with anti-Gr-1 mAb to deplete MDSC, MDSC

depletion was transient in 5-FU-treated mice and the numbers of MDSC in MLN rebounded

and were significantly higher compared to PBS-treated B6 mice on day 14 p.i. (Fig 5B) [33].

Fig 5. Effect of MDSC depletion on worm burdens in Hpb-infected C57BL/6 and Irf8-/- mice. Numbers of F4/80-CD11bhiGr1hi cells in MLN of infected

C57BL/6 (B6) mice treated with PBS or 5-FU on (A) day 7 or (B) day 14 p.i. (C) Adult worm burdens on day 14 p.i. of individual B6 mice treated with PBS or

5-FU. Numbers of (D) F4/80-CD11bhiGr1hi and (E) CD4+GATA3+ T cells in MLN of infected Irf8-/- mice treated with PBS or 5-FU on day 14 p.i. (F) Adult

worm burdens on day 14 p.i. and (G) fecal egg counts on day 13 p.i. of individual infected Irf8-/- mice treated with PBS or 5-FU. Data are representative of

two replicate experiments each with n = 5 mice per group. Data are presented as mean ± SEM. ns, not significant; *, p� 0.05; **, p� 0.01.

https://doi.org/10.1371/journal.ppat.1006647.g005
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Despite this, the adult worm burden was significantly but modestly decreased after 5-FU treat-

ment compared to PBS control (Fig 5C).

To investigate the effects of MDSC depletion in Hpb-infected Irf8-/- mice, we used a similar

protocol to administer 5-FU to these mice. MDSC were significantly reduced in 5-FU treated

Irf8-/- mice compared to PBS control mice on day 14 p.i. (Fig 5D). MDSC depletion did not

alter the numbers of CD4+GATA3+ T cells (Fig 5E), adult worm burden (Fig 5F) or egg pro-

duction (Fig 5G) in infected Irf8-/- mice.

Higher numbers of CD4+Foxp3+ Tregs are associated with decreased

Th2 responses in Hpb-infected Irf8-/- mice

After Hpb infection, Foxp3+ Tregs expand in local and systemic lymphoid tissues but the role

of these cells remains ambiguous [34, 35]. Surprisingly, there were significantly higher num-

bers of total CD4+ T cells in MLN of Irf8-/- than B6 mice on day 14 p.i. (Fig 6A) despite similar

numbers of CD4+GATA3+ T cells in infected mice of both genotypes (Fig 2D). At this time,

the number of CD4+CD25+Foxp3+ T cells was significantly higher in infected Irf8-/- compared

to B6 mice (Fig 6B). We performed a kinetic analysis of Th2 versus Tregs in B6 compared to

Irf8-/- mice during infection. The numbers of CD4+CD25+Foxp3+ T cells were similar in naïve

B6 and Irf8-/- mice, but this population expanded early during infection in both B6 and Irf8-/-

mice (Fig 6C). On day 7 p.i., there was approximately a 2-fold increase in CD4+CD25+Foxp3+

T cells in B6 mice and while there was over a 5-fold increase in Irf8-/- mice. By day 14 p.i.,

Irf8-/- mice had approximately twice as many CD4+CD25+Foxp3+ T cells in the MLN as B6

mice. The marked expansion of Tregs in infected Irf8-/- mice led to significantly higher num-

bers of CD4+CD25+Foxp3+ T cells in Irf8-/- than B6 mice, resulting in higher ratios of Foxp3+

Tregs to Th2 cells in Hpb-infected Irf8-/- compared to B6 mice on day 7 as well as day 14 p.i.,

consistent with the data shown in Fig 3F.

To investigate if Foxp3+ Tregs contributed to high adult worm burdens in Irf8-/- mice, we

treated Hpb-infected Irf8-/- mice with anti-CD25 mAb or isotype control rat IgG and deter-

mined the effects on Th2 responses as well as on the adult worm burden and egg production.

Administration of anti-CD25 mAb significantly reduced CD4+CD25+Foxp3+ cells in Hpb-

infected Irf8-/- mice (Fig 6D), while the numbers of CD4+GATA3+ T cells (Fig 6E), AAMØ
(Fig 6F), and MDSC (Fig 6G) were similar to isotype control mice. Depletion of Foxp3+ Tregs

did not affect the adult worm burden, but egg production was significantly higher in anti-

CD25 mAb treated Irf8-/- mice compared to isotype controls indicating increased worm fecun-

dity (Fig 6H and 6I). We also determined the profile and levels of cytokines secreted ex vivo by

MLN cells from anti-CD25 mAb treated and isotype control Irf8-/- mice in response to AWH.

There were significant increases in the Th2 cytokines IL-5 and IL-13 and the pro-inflamma-

tory cytokine IL-6 in the supernatants of infected Irf8-/- mice treated with anti-CD25 mAb

compared to isotype control mice while there were no differences in IL-4, IL-10, or TGFβ (Fig

7 & S6 Fig).

To investigate the effects of depletion of both MDSC and Tregs in IRF-8 deficient mice dur-

ing Hpb infection, Irf8-/- mice were treated in tandem with both 5-FU and anti-CD25 mAb as

described for single depletions. Control mice were treated with PBS and isotype control anti-

body. F4/80-CD11bhiGr1hi cells as well as CD4+CD25+Foxp3+ cells were significantly reduced

in 5-FU and anti-CD25 mAb treated mice (S7A and S7B Fig). Depletion of both MDSC and

Tregs in infected Irf8-/- mice did not affect either the adult worm burden, but egg production

was significantly increased similar to mice treated with anti-CD25 mAb alone (S7C and S7D

Fig). In contrast to significantly increased levels of IL-5 and IL-13 secreted ex vivo in response

to AWH by MLN cells from Treg-depleted compared to control mice shown in Fig 7, serum
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Fig 6. CD4+CD25+Foxp3+ T cell expansion is significantly greater in Irf8-/- than C57BL/6 mice during Hpb infection. (A)

Numbers of total CD4+ T cells in MLN of naïve and infected C57BL/6 (B6) or Irf8-/- mice on days 7 and 14 p.i. (B) Numbers of

CD4+CD25+Foxp3+ cells in MLN of infected B6 and Irf8-/-.mice on day 14 p.i. (C) Numbers of CD4+GATA3+ and CD4+CD25+Foxp3+ T
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levels of Th2 cytokines were similar in Irf8-/- mice treated with anti-CD25 mAb alone or both

anti-CD25 mAb and 5-FU compared to control Irf8-/- mice (S7E–S7G Fig). These date suggest

that changes in cytokine levels may vary in supernatants vs. sera of Hpb-infected mice due to

differences in kinetics of Th2 cytokine production. Altogether, our data indicate that IRF-8

regulates the expansion of MDSC and Foxp3+ Tregs during Hpb infection and modulates Th2

immunity essential for expulsion of adult worms. Depletion of either MDSC or Tregs or both,

however, does not completely eliminate the high adult worm burdens in Irf8-/- mice suggesting

that either the depletions were incomplete or that another cell type may be involved.

Discussion

A partial or complete deficiency in IRF-8 in mice results in increased susceptibility to intracel-

lular pathogens including T. gondii, M. tuberculosis, Salmonella, and P. chabaudi AS [36]. Con-

trol of these pathogens is dependent on Th1-mediated immune responses, which are deficient

in Irf8-/- and BXH-2 mice. Similar effects have also been reported in a pediatric patient homo-

zygous for a loss-of-function mutation in the IRF8 gene. A deficiency in DC subsets expressing

CD8α especially CD11c+B220-CD8α+ DC, the major APC producing IL-12p40 in response to

microbial products, is considered to be the underlying defect responsible for the lack of Th1

responses to intracellular pathogens in IRF-8 deficient hosts [12, 17, 37]. Th17 responses are

also aberrant in Irf8-/- mice but the mechanism(s) is only partially understood [18, 19].

In addition to other abnormalities in myeloid-derived cell development, naïve Irf8-/- mice

have a dramatically higher number of MDSC than WT B6 mice [26]. Importantly, significantly

fewer MDSC are apparent in tissues and tumors of transgenic mice that over-express Irf8 com-

pared to WT B6 mice. In addition, Irf8 expression is down-regulated in MDSC during tumor

growth and the frequency of MDSC in patients with breast cancer correlates inversely with

IRF-8 levels in these cells [26]. The importance of IRF-8 in regulating MDSC expansion during

tumorigenesis is supported by the finding that tumor growth occurs more rapidly in Irf8-/-

than B6 mice.

Based on the findings described above and our previous observation that MDSC increase in

B6 mice during Hpb infection, we investigated if IRF-8 contributes to Th2 immunity to infec-

tion with a GI nematode [24, 26]. First, we examined Irf8 expression in MDSC during Hpb

infection. Irf8 expression was significantly down-regulated in MDSC from Hpb-infected com-

pared to naïve B6 mice during primary infection. We also observed that adult worm burdens

were significantly higher in mice with a total (Irf8-/- mice) or partial (BXH-2 mice) loss of func-

tional IRF-8 after both primary and challenge Hpb infections. These data provide compelling

evidence that IRF-8 plays an important role in Th2 immunity to Hpb infection.

Analysis of immune cell populations in local and systemic lymphoid tissues from IRF-

8-deficient hosts showed significantly higher numbers of total cells and MDSC in Irf8-/- and

BXH-2 compared to B6 mice especially in infected Irf8-/- mice. Consistent with previous obser-

vations, we found significantly higher numbers of MDSC in the MLN as well as the spleen of

naïve Irf8-/- mice [26]. We also observed that naïve BXH-2 have significantly higher numbers

of MDSC in the spleen compared to naïve B6 mice. After Hpb infection, MDSC increased in

the MLN of Irf8-/- and BXH-2 mice as we previously observed in B6 mice [24]. There were,

cells in MLN of naïve B6 and Irf8-/-.mice and on days 7 and 14 p.i. (D) Numbers of CD4+CD25+Foxp3+ T cells in MLN of Irf8-/-.mice

treated with isotype control antibody or anti-CD25 mAb on day 14 p.i. Numbers of (E) CD4+GATA3+ T cells, (F) F4/80+CD11c+CD206+

cells, and (G) F4/80-CD11bhiGr1hi cells in MLN of Irf8-/-.mice treated with isotype control antibody or anti-CD25 mAb on day 14 p.i. (H)

Adult worm burdens on day 14 p.i. and (I) fecal egg counts on day 13 p.i. of Irf8-/- mice treated with isotype control antibody or anti-CD25

mAb. Data from individual mice (n = 5 mice per group) are presented in panels A and D-I. Data are presented as mean ± SEM.

**, p� 0.01; ***, p� 0.001; ****, p� 0.0001.

https://doi.org/10.1371/journal.ppat.1006647.g006
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however, significantly higher numbers of MDSC in infected Irf8-/- and BXH-2 mice compared

to B6 mice, with Irf8-/- mice having the largest increase in MDSC among the strains examined.

Our findings thus confirm and extend the observations of Waight et al in tumor-bearing mice

to IRF-8 deficient mice infected with a GI nematode [26].

Despite marked expansion of MDSC in infected IRF-8 deficient mice, CD4+GATA3+ T cell

numbers were similar in infected Irf8-/-, BXH-2 and B6 mice. Nevertheless, the numbers of

AAMØ in MLN and serum levels of HES-specific IgG1 and IgE were significantly lower in

association with significantly lower parasite-specific IL-4 secretion ex vivo by MLN cells from

infected Irf8-/- and BXH-2 mice compared to B6 mice. Analysis of co-expression of CD11a and

CD49d, considered to be surrogate markers of antigen-experienced CD4+ T cells, showed that

the frequencies of CD4+CD11ahiCD49dhi cells increased to similar levels in B6 and Irf8-/- mice

during Hpb infection. The majority of these cells were CD44hiCD62L- in infected mice of both

genotypes. During infection, 11% of total CD4+ T cells in MLN of B6 mice were GATA3+

while 12% of total CD4+ T cells expressed Foxp3 in infected Irf8-/- mice. A lower proportion of

CD4+ T cells from Irf8-/- mice expressed intracellular IL-4 compared to B6 mice consistent

with significantly lower IL-4 secretion ex vivo in response to AWH.

Previous studies by Waight et al demonstrated that purified CD11b+Gr1+ cells from Irf8-/-

mice strongly inhibit polyclonal as well as allogeneic CD4+ T cell proliferation in vitro com-

pared to WT B6 mice [26]. We observed that CD11b+Gr1+ cells purified from MLN and

spleens of naïve and infected Irf8-/- mice were less potent on a cell-per-cell basis than cells

from similar groups of B6 mice in suppressing Con A-induced CD4+ T cell proliferation.

Fig 7. Antigen-specific cytokine secretion by MLN cells from infected Irf8-/- mice treated with anti-CD25 mAb. Single cell suspensions of

MLN were prepared from infected Irf8-/- mice treated with isotype control antibody or anti-CD25 mAb on day 14 p.i. The cells were stimulated in vitro

with 50 μg AWH, supernatants were harvested 48 h later, and cytokine levels were determined using a Bio-Plex assay. (A) IL-4, (B) IL-5, (C) IL-13,

(D) IL-6, and (E) IL-10 levels. Data from individual mice are presented as pg/ml and were calculated based on internal standards for each cytokine

with the mean ± SEM for each group shown. n = 5 mice per group. *, p� 0.05; **, p� 0.01.

https://doi.org/10.1371/journal.ppat.1006647.g007
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Previously, we showed that CD11b+Gr1+ cells from mucosal and systemic tissues of infected

B6 mice significantly suppress IL-4 secretion in response to AWH in co-cultures even at a

ratio of 1 MDSC:16 responder cells [24]. Similar to differences in the ability to suppress poly-

clonal CD4+ T cell proliferation, CD11b+Gr1+ cells from infected B6 mice suppressed antigen-

specific IL-4 secretion to significantly lower levels than cells from Irf8-/- mice. Together, these

findings suggest the suppressive ability of MDSC from Irf8-/- mice relative to MDSC from WT

B6 mice may vary depending on the experimental model used.

Administration of 5-FU to tumor-bearing mice results in significant decreases in MDSC

and enhanced CD8+ T cell effector responses [31]. We observed that MDSC were significantly

reduced in MLN of 5-FU treated B6 mice on day 7 p.i. In our hands, depletion was transient

and the numbers of MDSC rebounded and were significantly increased compared to PBS con-

trols on day 14 p.i. Even so, the adult worm burden was significantly lower in 5-FU treated

compared to control B6 mice. This observation is consistent with our previous finding that

adoptive transfer of CD11b+Gr1+ cells from Hpb-infected B6 mice results in a significantly

higher worm burden and increased egg production in recipient mice [24]. These data indicate

there is an inverse correlation between the number of MDSC and the adult worm burden in

line with our findings in the present study in IRF-8 deficient mice. Altogether, these data sup-

port the contention that MDSC suppress Th2 immunity to Hpb infection resulting in higher

adult worm burdens.

Although 5-FU administration to Hpb-infected Irf8-/- mice significantly decreased MDSC

in the MLN through day 14 p.i., there were no effects on CD4+GATA3+ T cells, adult worm

burden, or egg production. This finding suggested to us that MDSC alone may not be respon-

sible for the increased susceptibility of IRF-8-deficient mice to Hpb infection. Importantly,

there were significantly more total CD4+ T cells despite similar numbers of CD4+GATA3+ T

cells in MLN of IRF-8-deficient mice compared to B6 mice after Hpb infection. This difference

was due to a significantly higher number of CD4+CD25+Foxp3+ cells in infected Irf8-/- than B6

mice. Indeed, CD4+CD25+Foxp3+ Tregs constituted a larger proportion of the total CD4+ T

cells in MLN of infected Irf8-/- than B6 mice, resulting in a higher ratio of this T cell population

to CD4+GATA3+ Th2 cells in Irf8-/- mice.

Previous studies indicate that Foxp3+ Tregs expand in local lymphoid tissues, including the

lamina propria, Peyer’s patches, and MLN, as well as systemically in the spleen of Hpb-infected

B6 and BALB/c mice [34, 35, 38]. Although Foxp3+ Tregs contribute to suppressed Th2 cyto-

kine responses during Hpb infection, their effect on adult worm expulsion is variable [35, 39].

Several strategies have been used to increase Foxp3+ Tregs or to partially or completely deplete

these cells in infected BALB/c and B6 mice [35, 39]. Together, the results of these studies pro-

vide evidence of a complex role for Foxp3+ Tregs in immunity to Hpb infection. The overall

effect of increasing Foxp3+ Tregs or depleting these cells differs not only on the genetic back-

ground of the host but also on the depletion strategy used. Recently, it was proposed that a low

number of Foxp3+ Tregs may be beneficial in providing a balance between a protective Th2

response and harmful pro-inflammatory response [35].

In the present study, we depleted Foxp3+ Tregs in infected Irf8-/- mice using repeated treat-

ments with an anti-CD25 mAb prior to infection, on the day of infection and day 7 p.i. Consis-

tent with previous studies, there were significant increases in Th2 cytokines as well as IL-6

compared to isotype control, infected Irf8-/- mice, but there were no effects on the adult worm

burden or the numbers of CD4+GATA3+ T cells or AAMØ [35, 38, 39]. Interestingly, egg pro-

duction was significantly increased in Treg-depleted compared to isotype control Irf8-/- mice

indicating increased worm fecundity in the depleted mice, but the basis of the increase is not

clear. Depletion of both MDSC and Foxp3+ Tregs using 5-FU and anti-CD25 mAb did not
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affect serum levels of Th2 cytokines or the adult worm burden in Hpb-infected Irf8-/- mice, but

the number of eggs/g feces was significantly increased.

In conclusion, our data demonstrate that a high adult worm burden in Hpb-infected IRF-8

deficient mice is associated with decreased AWH-specific IL-4 secretion by MLN cells ex vivo,

fewer AAMØ, and marked expansion of MDSC in MLN. Compared to infected B6 mice, Irf8-/-

mice had significantly lower serum levels of HES-specific IgG1 and IgE and significantly

higher numbers of CD4+ T cells and Foxp3+ Tregs in MLN during Hpb infection. Although

MDSC as well as Foxp3+ Tregs suppress critical Th2 responses, depleting these cell populations

individually or in tandem did not promote adult worm expulsion in infected Irf8-/- mice. This

may be due to the limitations of using 5-FU and anti-CD25 mAb to deplete MDSC and Foxp3

Tregs, respectively [31, 40]. Nevertheless, our data provide novel information supporting a

role for IRF-8 in the development of Th2 immunity to a GI nematode infection.

Materials and methods

Ethics statement

The animal studies reported in this paper were approved and conducted in accordance with

the guidelines and recommendations of The Animal Care and Use Committee of McGill Uni-

versity (#2015–7592). Animals were sacrificed by CO2 overdose under isoflurane anesthesia.

Mice, parasite and infection

Male and female B6 mice, 8–10 weeks old, were purchased from Charles River Laboratories

(St. Constant, QC). Irf8-/- mice, generated as previously described, were bred and maintained

at the Research Institute of the McGill University Health Centre from breeding stock gener-

ously provided by Dr. Keiko Ozato (NICHD, NIH) [7]. BXH-2 mice were obtained from the

colony maintained by Dr. P. Gros at McGill University [13]. Hpb was maintained and propa-

gated as described previously [41]. Mice were age- and sex-matched for all experiments. For

primary infection, mice were infected per os (p.o.) with 200 infective third-stage Hpb larvae

(L3). To determine egg production, fecal pellets were collected on day 13 p.i. and eggs were

enumerated by the McMaster method [41]. To assess parasite burden, mice were sacrificed on

day 14 p.i., the intestines harvested, and the number of adult worms in each mouse was

counted by dissection microscopy. For challenge infection, mice were infected as described

above and treated p.o. with a single dose of pyrantel pamoate (Combantrin; Pfizer Canada,

Montreal, QC) at 100 mg/kg body weight on day 14 p.i. to eliminate adult worms. Drug-cured

mice were allowed to rest for 5 weeks and then re-infected p.o. with 200 L3. Adult worm

homogenate (AWH) was prepared as described previously [41], the protein concentration

determined using a Bradford protein assay kit (Bio-Rad, Hercules, CA), and stored at -20˚C

until use.

Cell preparation

MLN and spleens were harvested from naïve and Hpb-infected mice on the indicated days p.i.

Briefly, single cell suspensions were prepared using a sterile wire mesh. The cells were centri-

fuged, re-suspended in 0.175 M NH4Cl to lyse red blood cells, washed, and re-suspended in

RPMI 1640 medium (Life Technologies, Burlington, ON, Canada) supplemented with 5%

heat-inactivated fetal calf serum (HyClone Laboratories, Logan, UT), 25 mM HEPES (Life

Technologies), 0.12% gentamicin (Life Technologies), and 2 mM glutamine (Life Technolo-

gies) (complete medium). Dead cells were removed using a dead cell removal kit from Miltenyi

Biotec (Auburn, CA) according to the manufacturer’s instructions. Immune cell populations
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were purified using antibody-conjugated magnetic beads according to the manufacturer’s

instructions (Miltenyi Biotec). To obtain CD11b+Gr1+ cells, MLN and spleen cells were

enriched by negative selection of CD11c+ cells using anti-CD11c-conjugated beads followed

by positive selection of CD11b+ cells using anti-CD11b-conjugated beads. The resultant cell

population had a purity of>96% for CD11c-CD11b+Gr1+ cells as determined by flow

cytometry.

To determine cytokine secretion in response to AWH, single cell suspensions of MLN cells

were adjusted to 5 x 106 cells/ml in complete medium. Aliquots of 5 x 106 cells were added to

48-well tissue culture plates and stimulated in triplicates with medium or 50 μg/ml AWH. The

cultures were incubated at 37˚C in 5% CO2 for 48 h, and supernatants were collected for cyto-

kine determination by ELISA or multiplex assay.

In vitro suppression assays

To assess suppression of Con A-induced proliferation, MLN and spleens were harvested from

naïve and infected B6 or Irf8-/- mice on day 7 p.i. CD11b+Gr1+ cells were purified as described

above and co-cultured with spleen cells from naïve B6 mice labeled with CFSE (Life Technolo-

gies) as previously described [41]. Aliquots of 1 x 106 CFSE-labeled spleen cells in complete

RPMI 1640 medium were added to 96-well plates and CD11b+Gr1+ cells were added at the

indicated ratios. The co-cultures were stimulated with 2 μg/ml Con A (Sigma, St. Louis, MO)

for 72 h at 37˚C in 5% CO2, and the cells were harvested and stained with APC-conjugated

anti-CD4 mAb (clone GK1.5; eBioscience, San Diego, CA). CD4+ T cells were gated, the CFSE

dilution analyzed by flow cytometry, and cell cycle progression was determined using FlowJo

software (FlowJo LLC, Ashland, OR). Data are presented as the percentage of total CD4+ T

cells that proliferated. For suppression of IL-4 secretion in response to AWH, CD11b+Gr1+

cells purified from MLN or spleen of naive and infected B6 or Irf8-/- mice on day 7 p.i. were

co-cultured in complete medium at the indicated ratios with 1 x 106 spleen cells obtained from

Hpb-infected B6 mice on day 14 p.i. The cultures were stimulated with 50 μg/ml AWH for 48

h, the supernatants were harvested, and IL-4 levels were determined by ELISA.

Immunophenotyping

Single cell suspensions of MLN and spleen were prepared as described above. Aliquots of 1–2

x 106 cells were stained with viability dye (eFluor 780 or eFluor 506; eBioscience, San Diego,

CA), and Fc receptors blocked with anti-mouse CD16/CD32 (clone 2.4G2; BD Biosciences,

San Jose, CA). To identify MDSC and AAMØ, cells were stained with PE-conjugated anti-F4/

80 (clone BMB; eBioscience), APC-conjugated anti-CD11b (clone M1/70; eBioscience), and

PerCP-Cy5.5-conjugated anti-Gr1 (clone RB6-8C5; eBioscience) mAbs. Surfaced stained cells

were fixed using a fixation and permeabilization kit (eBioscience) prior to intracellular staining

with FITC-conjugated anti-CD206 mAb (clone C068C2; BioLegend). To identify Th cell sub-

sets, cells were surface-stained with FITC-conjugated anti-CD4 mAb (clone GK1.5;

eBioscience), fixed and permeabilized, and stained intracellularly with PE-conjugated anti-

GATA3 (clone TWAJ; eBioscience), PE-conjugated anti-Foxp3 (Clone FJK-16a; eBioscience),

or PE-conjugated anti-RORγt (clone B2D; eBioscience) mAb. In some experiments, cells were

surface stained with the following antibodies from BioLegend: FITC-conjugated anti-CD4

(Clone GK1.5), PerCP/Cy5.5-conjugated anti-CD11a (Clone M17/4), PE-conjugated anti-

CD49d (Clone 9C10), APC-conjugated anti-CD44 (Clone 1M7), and BV421-conjugated anti-

CD62L (Clone MEL-14). For intracellular cytokine staining (ICS), cells were stimulated in

vitro with PMA (50 ηg/ml) and ionomycin (1 μg/ml) in the presence of brefeldin A (5 μg/ml)

and incubated at 37˚C in 5% CO2 for 5 h. Stimulated cells were stained with viability dye
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followed by anti-mouse CD16/CD32 to block Fc receptors and surface stained with FITC-con-

jugated anti-CD4 (Clone GK1.5, eBioscience) mAb. The cells were fixed, permeabilized, and

stained intracellularly with APC-conjugated anti-IL-4 (Clone 11B11; eBioscience), PE-conju-

gated anti-IFN-γ (Clone XMG1.2; eBioscience), or APC-conjugated anti-IL-17 (Clone

TC11.18H10.1; eBioscience) mAb. UltraComp eBeads (eBioscience) were stained with each

fluorochrome in the panel of markers as compensation controls. Flow cytometry was per-

formed using a LSR Fortessa (BD Biosciences) and the data were analyzed using FlowJo soft-

ware (FlowJo, LLC).

qRT-PCR

To analyze Irf8 expression in tissue, MLN and spleen were harvested from naïve and infected

B6 mice on day 7 p.i and immediately snap-frozen in liquid nitrogen. Frozen tissues were

stored at -80˚C until processing. To analyze Irf8 expression in MDSC, MLN and spleen were

harvested from separate groups of naïve and infected B6 mice on day 7 p.i. Single cell suspen-

sions were prepared from tissues of individual mice and CD11c-CD11b+Gr1+ cells were puri-

fied as described above. Even with pooling, insufficient CD11b+Gr1+ cells were obtained from

MLN of naïve or infected mice for analysis of Irf8 expression by qRT-PCR. To obtain 2 x 106

MDSC for analysis, CD11b+Gr1+ cells purified from the spleens of two naïve B6 mice were

pooled while 2 x 106 CD11b+Gr1+ cells from the spleen of individual infected mice were ana-

lyzed separately.

Total RNA was extracted from frozen tissues and purified CD11b+Gr1+ cells using TRIzol

reagent (Life Technologies) according to the manufacturer’s instructions. RNA integrity was

confirmed by denaturing agarose gel electrophoresis, followed by staining with ethidium bro-

mide, and visualized on a UV trans-illuminator. Purity and quantification of RNA were deter-

mined by UV absorbance ratio of A260/A280. First strand cDNA synthesis was performed using

1 μg purified RNA in 20 μl reaction using iScript reverse transcriptase kit (Bio-Rad, Hercules,

CA) according to the manufacturer’s instructions. A no-enzyme RT control was also prepared

for each sample. First strand synthesis products of all samples including the no-RT controls were

analyzed immediately by qRT-PCR using TaqMan probe-based gene expression assays (Applied

Biosystems, Waltham, MA) for Irf8 (assay ID Mn00492567_m1) and Actb (beta-actin, assay ID

Mn00607939_s1) as an endogenous control. qRT-PCR reactions in 20 μl in triplicates were pre-

pared in a MicroAmp optical 96-well plate (Applied Biosystems) using 1 ηg cDNA and Taqman

Universal PCR Master Mix (Applied Biosystems). No template controls were also included for

each gene assayed on the plate. Reactions were performed in a StepOne real-time PCR instru-

ment (Applied Biosystems) using a pre-set, standard run thermal cycling condition of 40 cycles.

Data were analyzed using the StepOne software (Applied Biosystems). Relative quantification of

gene expression was determined using the comparative Ct (ΔΔCt) method.

In vivo depletion of MDSC

For in vivo depletion of MDSC, B6 and Irf8-/- mice were treated i.p. with 200 μl 5-FU (Sigma,

St. Louis, MO) at a dose of 50 mg/kg on day -2 before infection and days 5 and 12 p.i. [31].

Control mice were injected i.p. with 200 μl PBS on the days corresponding to 5-FU treatment.

The extent of MDSC depletion was verified in MLN cells obtained from 5-FU treated and PBS

control mice on day 14 p.i. by flow cytometry as described for immunophenotyping.

In vivo depletion of CD25+ cells

To deplete Tregs, Irf8-/- mice were treated i.p. with 1 mg of neutralizing anti-CD25 mAb

(clone PC61, rat IgG1) or control rat IgG (isotype control) (Bio X Cell; West Lebanon, NH) on
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day -7 before infection, day 0, and day 7 p.i. [40]. The extent of Treg depletion was verified in

MLN cells obtained from anti-CD25 mAb treated and isotype control mice on day 14 p.i. by

flow cytometry. Single cell suspensions were prepared and the cells were surfaced stained with

FITC-conjugated anti-CD4 mAb (clone GK1.5; eBioscience) and PE-conjugated anti-CD25

mAb (clone 7D4; eBiosciences), fixed, and permeabilized followed by intracellular staining

with APC-conjugated anti-Foxp3 mAb (clone FJK-16s; eBioscience).

Cytokine determination

IL-4 levels in culture supernatants were determined by a sandwich ELISA specific for murine

IL-4 using paired capture and detection antibodies (clone 11B11 and biotin-conjugated clone

BVD6-24G2; eBioscience) and developed by streptavidin-HRP conjugate (R&D Systems, Min-

neapolis, MN) and ABTS substrate (Roche, Indianapolis, IN) as previously described [42].

Cytokine concentrations were calculated based on a standard curve generated using serial dilu-

tions of murine recombinant IL-4 (R&D Systems). In some experiments, cytokine levels were

determined in supernatants of AWH-stimulated MLN cells or serum using a custom-made

cytokine Bio-Plex Pro 10-Plex assay (Bio-Rad, Hercules CA) according to the manufacturer’s

instructions. Acquisition was performed on the MAGPIX platform (Luminex) and data were

analyzed using the Bio-Plex Manager 6.1 software (Bio-Rad). To determine TGFβ levels,

supernatants were acid-activated and neutralized prior to assay using an ELISA performed

according to the manufacturer’s instructions (Mouse TGFβ DuoSet, R&D Systems).

Statistical analyses

Data are presented as mean ± SEM. Groups were compared and differences were analyzed for

significance using an unpaired Student’s t-test with Welsh’s correction. For multiple groups,

differences were analyzed for significance using one-way ANOVA followed by Bonferroni

post-hoc test. Prism software (GraphPad Software, La Jolla CA) was used for all statistical anal-

yses. A p value <0.05 was considered statistically significant.

Supporting information

S1 Fig. Irf8 expression in MLN and spleen of naïve and Hpb-infected C57BL/6 (B6) mice.

(PDF)

S2 Fig. Cellularity of MLN and spleen of naïve and Hpb-infected C57BL/6 (B6) and IRF-8

deficient mice.

(PDF)

S3 Fig. Total F4/80-CD11bhiGr1hi cells in naïve C57BL/6 (B6) and IRF-8 deficient mice

and immunophenotype and IL-4 secretion by MLN cells from Hpb-infected B6 and BXH-2

mice.

(PDF)

S4 Fig. Frequencies of MDSC in MLN of naïve and Hpb-infected C57BL/6 (B6) or IRF-8

deficient mice.

(PDF)

S5 Fig. CD4+ T cell proliferation is suppressed by splenic CD11b+Gr1+ cells from naïve or

Hpb-infected C57BL/6 and Irf8-/- mice.

(PDF)

IRF-8 modulates Th2 immunity to a GI nematode

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006647 October 2, 2017 19 / 22

http://journals.plos.org/plospathogens/article/asset?unique&id=info:doi/10.1371/journal.ppat.1006647.s001
http://journals.plos.org/plospathogens/article/asset?unique&id=info:doi/10.1371/journal.ppat.1006647.s002
http://journals.plos.org/plospathogens/article/asset?unique&id=info:doi/10.1371/journal.ppat.1006647.s003
http://journals.plos.org/plospathogens/article/asset?unique&id=info:doi/10.1371/journal.ppat.1006647.s004
http://journals.plos.org/plospathogens/article/asset?unique&id=info:doi/10.1371/journal.ppat.1006647.s005
https://doi.org/10.1371/journal.ppat.1006647


S6 Fig. TGFβ levels in the supernatants of MLN cells stimulated ex vivo with AWH.

(PDF)

S7 Fig. Effects of MDSC and Treg depletion in Hpb-infected Irf8-/- mice on Th2 immune

responses and infection outcome.

(PDF)

Author Contributions

Conceptualization: Mary M. Stevenson.

Data curation: Rajesh M. Valanparambil, Mifong Tam.

Formal analysis: Rajesh M. Valanparambil, Mifong Tam.

Funding acquisition: Mary M. Stevenson.

Investigation: Rajesh M. Valanparambil, Mifong Tam, Pierre-Paul Gros, Jean-Philippe Auger.

Methodology: Mifong Tam.

Project administration: Mary M. Stevenson.

Resources: Mariela Segura, Philippe Gros, Keiko Ozato.

Supervision: Mariela Segura, Armando Jardim, Timothy G. Geary, Mary M. Stevenson.

Validation: Rajesh M. Valanparambil, Mifong Tam.

Visualization: Mifong Tam, Mary M. Stevenson.

Writing – original draft: Rajesh M. Valanparambil, Mary M. Stevenson.

Writing – review & editing: Mary M. Stevenson.

References
1. Wu CY, Maeda H, Contursi C, Ozato K, Seder RA. Differential requirement of IFN consensus sequence

binding protein for the production of IL-12 and induction of Th1-type cells in response to IFN-gamma. J

Immunol. 1999; 162(2):807–12. PMID: 9916702

2. Driggers PH, Ennist DL, Gleason SL, Mak WH, Marks MS, Levi BZ, et al. An interferon gamma-regu-

lated protein that binds the interferon-inducible enhancer element of major histocompatibility complex

class I genes. Proc Natl Acad Sci USA. 1990; 87(10):3743–7. PMID: 2111015

3. Nelson N, Kanno Y, Hong C, Contursi C, Fujita T, Fowlkes BJ, et al. Expression of IFN regulatory factor

family proteins in lymphocytes. Induction of Stat-1 and IFN consensus sequence binding protein

expression by T cell activation. J Immunol. 1996; 156(10):3711–20. PMID: 8621906

4. Sharf R, Azriel A, Lejbkowicz F, Winograd SS, Ehrlich R, Levi B-Z. Functional domain analysis of inter-

feron consensus sequence binding protein (ICSBP) and its association with interferon regulatory fac-

tors. J Bio Chem. 1995; 270(22):13063–9.

5. Eklund EA, Jalava A, Kakar R. PU.1, interferon regulatory factor 1, and interferon consensus

sequence-binding protein cooperate to increase gp91 (phox) expression. J Bio Chem. 1998; 273

(22):13957–65.

6. Taniguchi T, Ogasawara K, Takaoka A, Tanaka N. IRF family of transcription factors as regulators of

host defense. Annu Rev Immunol. 2001; 19(1):623–55.

7. Holtschke T, Lohler J, Kanno Y, Fehr T, Giese N, Rosenbauer F, et al. Immunodeficiency and chronic

myelogenous leukemia-like syndrome in mice with a targeted mutation of the ICSBP gene. Cell. 1996;

87(2):307–17. PMID: 8861914

8. Scharton-Kersten T, Contursi C, Masumi A, Sher A, Ozato K. Interferon consensus sequence binding

protein-deficient mice display impaired resistance to intracellular infection due to a primary defect in

interleukin 12 p40 induction. J Exp Med. 1997; 186(9):1523–34. PMID: 9348310

IRF-8 modulates Th2 immunity to a GI nematode

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006647 October 2, 2017 20 / 22

http://journals.plos.org/plospathogens/article/asset?unique&id=info:doi/10.1371/journal.ppat.1006647.s006
http://journals.plos.org/plospathogens/article/asset?unique&id=info:doi/10.1371/journal.ppat.1006647.s007
http://www.ncbi.nlm.nih.gov/pubmed/9916702
http://www.ncbi.nlm.nih.gov/pubmed/2111015
http://www.ncbi.nlm.nih.gov/pubmed/8621906
http://www.ncbi.nlm.nih.gov/pubmed/8861914
http://www.ncbi.nlm.nih.gov/pubmed/9348310
https://doi.org/10.1371/journal.ppat.1006647


9. Hambleton S, Salem S, Bustamante J, Bigley V, Boisson-Dupuis S, Azevedo J, et al. IRF8 mutations

and human dendritic-cell immunodeficiency. N Engl J Med. 2011; 365(2):127–38. https://doi.org/10.

1056/NEJMoa1100066 PMID: 21524210

10. Turcotte K, Gauthier S, Mitsos L-M, Shustik C, Copeland NG, Jenkins NA, et al. Genetic control of mye-

loproliferation in BXH-2 mice. Blood. 2003; 103(6):2343–50. https://doi.org/10.1182/blood-2003-06-

1852 PMID: 14630819

11. Turcotte K, Gauthier S, Tuite A, Mullick A, Malo D, Gros P. A mutation in the Icsbp1 gene causes sus-

ceptibility to infection and a chronic myeloid leukemia–like syndrome in BXH-2 mice. J Exp Med. 2005;

201(6):881–90. https://doi.org/10.1084/jem.20042170 PMID: 15781580

12. Tailor P, Tamura T, Morse HC, Ozato K. The BXH2 mutation in Irf8 differentially impairs dendritic cell

subset development in the mouse. Blood. 2008; 111(4):1942–5. https://doi.org/10.1182/blood-2007-07-

100750 PMID: 18055870

13. Turcotte K, Gauthier S, Malo D, Tam M, Stevenson MM, Gros P. Icsbp1/IRF-8 is required for innate and

adaptive immune responses against intracellular pathogens. J Immunol. 2007; 179(4):2467–76. PMID:

17675508

14. Marquis JF, LaCourse R, Ryan L, North RJ, Gros P. Disseminated and rapidly fatal tuberculosis in mice

bearing a defective allele at IFN regulatory factor 8. J Immunol. 2009; 182(5):3008–15. https://doi.org/

10.4049/jimmunol.0800680 PMID: 19234196

15. Giese NA, Gabriele L, Doherty TM, Klinman DM, Tadesse-Heath L, Contursi C, et al. Interferon (IFN)

consensus sequence-binding protein, a transcription factor of the IFN regulatory factor family, regulates

immune responses in vivo through control of interleukin 12 expression. J Exp Med. 1997; 186(9):1535–

46. PMID: 9348311

16. Wang IM, Contursi C, Masumi A, Ma X, Trinchieri G, Ozato K. An IFN-γ-inducible transcription factor,

IFN consensus sequence binding protein (ICSBP), stimulates IL-12 p40 expression in macrophages. J

Immunol. 2000; 165(1):271–9. PMID: 10861061

17. Aliberti J, Schulz O, Pennington DJ, Tsujimura H, Reis e Sousa C, Ozato K, et al. Essential role for

ICSBP in the in vivo development of murine CD8alpha+ dendritic cells. Blood. 2003; 101(1):305–10.

https://doi.org/10.1182/blood-2002-04-1088 PMID: 12393690

18. Yoshida Y, Yoshimi R, Yoshii H, Kim D, Dey A, Xiong H, et al. The transcription factor IRF8 activates

integrin-mediated TGFβ signaling and promotes neuroinflammation. Immunity. 2014; 40(2):187–98.

https://doi.org/10.1016/j.immuni.2013.11.022 PMID: 24485804

19. Ouyang X, Zhang R, Yang J, Li Q, Qin L, Zhu C, et al. Transcription factor IRF8 directs a silencing pro-

gramme for TH17 cell differentiation. Nat Commun. 2011; 2:314. https://doi.org/10.1038/ncomms1311

PMID: 21587231

20. Monroy FG, Enriquez FJ. Heligmosomoides polygyrus: A model for chronic gastrointestinal helminthia-

sis. Parasitol Today. 1992; 8(2):49–54. PMID: 15463566

21. Reynolds L, Filbey K, Maizels R. Immunity to the model intestinal helminth parasite Heligmosomoides

polygyrus. Semin Immunopathol. 2012; 34(6):829–46. https://doi.org/10.1007/s00281-012-0347-3

PMID: 23053394

22. Maizels RM, Hewitson JP, Murray J, Harcus YM, Dayer B, Filbey KJ, et al. Immune modulation and

modulators in Heligmosomoides polygyrus infection. Exp Parasitol. 2012; 132(1):76–89. https://doi.org/

10.1016/j.exppara.2011.08.011 PMID: 21875581

23. Su Z, Segura M, Morgan K, Loredo-Osti JC, Stevenson MM. Impairment of protective immunity to

blood-stage malaria by concurrent nematode infection. Infect Immun. 2005; 73(6):3531–9. https://doi.

org/10.1128/IAI.73.6.3531-3539.2005 PMID: 15908382

24. Valanparambil RM, Tam M, Jardim A, Geary TG, Stevenson MM. Primary Heligmosomoides polygyrus

bakeri infection induces myeloid-derived suppressor cells that suppress CD4+ Th2 responses and pro-

mote chronic infection. Mucosal Immunol. 2017; 10(1):238–49. https://doi.org/10.1038/mi.2016.36

25. Gabrilovich DI, Nagaraj S. Myeloid-derived suppressor cells as regulators of the immune system. Nat

Rev Immunol. 2009; 9(3):162–74. https://doi.org/10.1038/nri2506 PMID: 19197294

26. Waight JD, Netherby C, Hensen ML, Miller A, Hu Q, Liu S, et al. Myeloid-derived suppressor cell devel-

opment is regulated by a STAT/IRF-8 axis. J Clin Invest. 2013; 123(10):4464–78. https://doi.org/10.

1172/JCI68189 PMID: 24091328

27. McDermott DS, Varga SM. Quantifying antigen-specific CD4 T cells during a viral infection: CD4 T cell

responses are larger than we think. J Immunol. 2011; 187(11):5568–76. https://doi.org/10.4049/

jimmunol.1102104 PMID: 22043009

28. Butler NS, Moebius J, Pewe LL, Traore B, Doumbo OK, Tygrett LT, et al. Therapeutic blockade of PD-

L1 and LAG-3 rapidly clears established blood-stage Plasmodium infection. Nat Immunol. 2011; 13

(2):188–95. https://doi.org/10.1038/ni.2180 PMID: 22157630

IRF-8 modulates Th2 immunity to a GI nematode

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006647 October 2, 2017 21 / 22

https://doi.org/10.1056/NEJMoa1100066
https://doi.org/10.1056/NEJMoa1100066
http://www.ncbi.nlm.nih.gov/pubmed/21524210
https://doi.org/10.1182/blood-2003-06-1852
https://doi.org/10.1182/blood-2003-06-1852
http://www.ncbi.nlm.nih.gov/pubmed/14630819
https://doi.org/10.1084/jem.20042170
http://www.ncbi.nlm.nih.gov/pubmed/15781580
https://doi.org/10.1182/blood-2007-07-100750
https://doi.org/10.1182/blood-2007-07-100750
http://www.ncbi.nlm.nih.gov/pubmed/18055870
http://www.ncbi.nlm.nih.gov/pubmed/17675508
https://doi.org/10.4049/jimmunol.0800680
https://doi.org/10.4049/jimmunol.0800680
http://www.ncbi.nlm.nih.gov/pubmed/19234196
http://www.ncbi.nlm.nih.gov/pubmed/9348311
http://www.ncbi.nlm.nih.gov/pubmed/10861061
https://doi.org/10.1182/blood-2002-04-1088
http://www.ncbi.nlm.nih.gov/pubmed/12393690
https://doi.org/10.1016/j.immuni.2013.11.022
http://www.ncbi.nlm.nih.gov/pubmed/24485804
https://doi.org/10.1038/ncomms1311
http://www.ncbi.nlm.nih.gov/pubmed/21587231
http://www.ncbi.nlm.nih.gov/pubmed/15463566
https://doi.org/10.1007/s00281-012-0347-3
http://www.ncbi.nlm.nih.gov/pubmed/23053394
https://doi.org/10.1016/j.exppara.2011.08.011
https://doi.org/10.1016/j.exppara.2011.08.011
http://www.ncbi.nlm.nih.gov/pubmed/21875581
https://doi.org/10.1128/IAI.73.6.3531-3539.2005
https://doi.org/10.1128/IAI.73.6.3531-3539.2005
http://www.ncbi.nlm.nih.gov/pubmed/15908382
https://doi.org/10.1038/mi.2016.36
https://doi.org/10.1038/nri2506
http://www.ncbi.nlm.nih.gov/pubmed/19197294
https://doi.org/10.1172/JCI68189
https://doi.org/10.1172/JCI68189
http://www.ncbi.nlm.nih.gov/pubmed/24091328
https://doi.org/10.4049/jimmunol.1102104
https://doi.org/10.4049/jimmunol.1102104
http://www.ncbi.nlm.nih.gov/pubmed/22043009
https://doi.org/10.1038/ni.2180
http://www.ncbi.nlm.nih.gov/pubmed/22157630
https://doi.org/10.1371/journal.ppat.1006647


29. Villegas-Mendez A, Shaw TN, Inkson CA, Strangward P, de Souza JB, Couper KN. Parasite-Specific

CD4+ IFN-gamma+ IL-10+ T Cells Distribute within Both Lymphoid and Nonlymphoid Compartments

and Are Controlled Systemically by Interleukin-27 and ICOS during Blood-Stage Malaria Infection.

Infect Immun. 2015; 84(1):34–46. https://doi.org/10.1128/IAI.01100-15 PMID: 26459508

30. Pardy RD, Rajah MM, Condotta SA, Taylor NG, Sagan SM, Richer MJ. Analysis of the T Cell Response

to Zika Virus and Identification of a Novel CD8+ T Cell Epitope in Immunocompetent Mice. PLoS

Pathog. 2017; 13(2):e1006184. https://doi.org/10.1371/journal.ppat.1006184 PMID: 28231312

31. Vincent J, Mignot G, Chalmin F, Ladoire S, Bruchard M, Chevriaux A, et al. 5-Fluorouracil selectively

kills tumor-associated myeloid-derived suppressor cells resulting in enhanced T cell–dependent antitu-

mor immunity. Cancer Res. 2010; 70(8):3052–61. https://doi.org/10.1158/0008-5472.CAN-09-3690

PMID: 20388795

32. Ghiringhelli F, Apetoh L. Enhancing the anticancer effects of 5-fluorouracil: current challenges and

future perspectives. Biomed J. 2015; 38(2):111–6. https://doi.org/10.4103/2319-4170.130923 PMID:

25163503

33. Condamine T, Kumar V, Ramachandran IR, Youn J-I, Celis E, Finnberg N, et al. ER stress regulates

myeloid-derived suppressor cell fate through TRAIL-R–mediated apoptosis. J Clin Invest. 2014; 124

(6):2626–39. https://doi.org/10.1172/JCI74056 PMID: 24789911

34. Hartmann S, Schnoeller C, Dahten A, Avagyan A, Rausch S, Lendner M, et al. Gastrointestinal nema-

tode infection interferes with experimental allergic airway inflammation but not atopic dermatitis. Clin

Exp Allergy. 2009; 39(10):1585–96. https://doi.org/10.1111/j.1365-2222.2009.03290.x PMID:

19508324

35. Smith KA, Filbey KJ, Reynolds LA, Hewitson JP, Harcus Y, Boon L, et al. Low-level regulatory T-cell

activity is essential for functional type-2 effector immunity to expel gastrointestinal helminths. Mucosal

Immunol. 2016; 9(2):428–43. https://doi.org/10.1038/mi.2015.73 PMID: 26286232

36. Salem S, Gros P. Genetic determinants of susceptibility to Mycobacterial infections: IRF8, a new kid on

the block. Adv Exp Med Biol. 2013; 783:45–80. https://doi.org/10.1007/978-1-4614-6111-1_3 PMID:

23468103

37. Salem S, Langlais D, Lefebvre F, Bourque G, Bigley V, Haniffa M, et al. Functional characterization of

the human dendritic cell immunodeficiency associated with the IRF8(K108E) mutation. Blood. 2014;

124(12):1894–904. https://doi.org/10.1182/blood-2014-04-570879 PMID: 25122610

38. Mosconi I, Dubey LK, Volpe B, Esser-von Bieren J, Zaiss MM, Lebon L, et al. Parasite Proximity Drives

the Expansion of Regulatory T Cells in Peyer’s Patches following Intestinal Helminth Infection. Infect

Immun. 2015; 83(9):3657–65. https://doi.org/10.1128/IAI.00266-15 PMID: 26150538

39. Rausch S, Huehn J, Loddenkemper C, Hepworth MR, Klotz C, Sparwasser T, et al. Establishment of

nematode infection despite increased Th2 responses and immunopathology after selective depletion of

Foxp3+ cells. Eur J Immunol. 2009; 39(11):3066–77. https://doi.org/10.1002/eji.200939644 PMID:

19750483

40. Couper KN, Blount DG, de Souza JB, Suffia I, Belkaid Y, Riley EM. Incomplete depletion and rapid

regeneration of Foxp3+ regulatory T cells following anti-CD25 treatment in malaria-infected mice. J

Immunol. 2007; 178(7):4136–46. PMID: 17371969

41. Valanparambil RM, Segura M, Tam M, Jardim A, Geary TG, Stevenson MM. Production and analysis of

immunomodulatory excretory-secretory products from the mouse gastrointestinal nematode Heligmo-

somoides polygyrus bakeri. Nat Protoc. 2014; 9(12):2740–54. https://doi.org/10.1038/nprot.2014.184

PMID: 25375989

42. Su Z, Stevenson MM. IL-12 is required for antibody-mediated protective immunity against blood-stage

Plasmodium chabaudi AS malaria infection in mice. J Immunol. 2002; 168(3):1348–55. PMID:

11801675

IRF-8 modulates Th2 immunity to a GI nematode

PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1006647 October 2, 2017 22 / 22

https://doi.org/10.1128/IAI.01100-15
http://www.ncbi.nlm.nih.gov/pubmed/26459508
https://doi.org/10.1371/journal.ppat.1006184
http://www.ncbi.nlm.nih.gov/pubmed/28231312
https://doi.org/10.1158/0008-5472.CAN-09-3690
http://www.ncbi.nlm.nih.gov/pubmed/20388795
https://doi.org/10.4103/2319-4170.130923
http://www.ncbi.nlm.nih.gov/pubmed/25163503
https://doi.org/10.1172/JCI74056
http://www.ncbi.nlm.nih.gov/pubmed/24789911
https://doi.org/10.1111/j.1365-2222.2009.03290.x
http://www.ncbi.nlm.nih.gov/pubmed/19508324
https://doi.org/10.1038/mi.2015.73
http://www.ncbi.nlm.nih.gov/pubmed/26286232
https://doi.org/10.1007/978-1-4614-6111-1_3
http://www.ncbi.nlm.nih.gov/pubmed/23468103
https://doi.org/10.1182/blood-2014-04-570879
http://www.ncbi.nlm.nih.gov/pubmed/25122610
https://doi.org/10.1128/IAI.00266-15
http://www.ncbi.nlm.nih.gov/pubmed/26150538
https://doi.org/10.1002/eji.200939644
http://www.ncbi.nlm.nih.gov/pubmed/19750483
http://www.ncbi.nlm.nih.gov/pubmed/17371969
https://doi.org/10.1038/nprot.2014.184
http://www.ncbi.nlm.nih.gov/pubmed/25375989
http://www.ncbi.nlm.nih.gov/pubmed/11801675
https://doi.org/10.1371/journal.ppat.1006647

