Table S2. Primer sequences and their respective PCR fragment lengths.

	Name
	Forward
	Reverse
	lengths

	DP5 ST
	5’- CATGTCCTGTATGCCACCTG -3’
	5’- GCTCAGACGTGGAGGTCTTC -3’
	612 bp

	DP5 RT
	5’- GCCGTGGTGTTACTTGGA -3’
	5’- GATTGTGCCAGAGCTTCACA -3’
	125 bp

	GAPDH ST
	5’- ATGACTCTACCCACGGCAAG -3’
	5’- TGTGAGGGAGATGCTCAGTG -3’
	930 bp

	GAPDH RT
	5’- AGTTCAACGGCACAGTCAAG -3’
	5’- TACTCAGCACCAGCATCACC -3’
	136 bp

	Mcl-1 ST
	5’- AAACCTCCAGCCACCAACTA -3’
	5’- CATCCTCCTTCACCCTCTTGTA -3’
	456 bp

	Mcl-1 RT
	5’- CCTCCAGCCACCAACTACAT -3’
	5’- CCACTTTCTTTCTGCCGTGTTA -3’
	97 bp

	PUMA ST
	5’- TGGGTGCACTGATGGAGATA -3’
	5’- AACCTATGCAATGGGATGGA -3’
	497 bp

	PUMA RT
	5’- AGTGCGCCTTCACTTTGG -3’
	5’- CAGGAGGCTAGTGGTCAGGT -3’
	110 bp

	Interferon ( ST
	5’-CTGCCCTCTCCATCGACTAC-3’
	5’-TCCGAGCAGAAGTCTT-3’
	453 bp

	Interferon ( RT
	5’-GCCTTTGCCATTCAAG-3’
	5’-AGACAGAGCTTCTGGA-3’
	131 bp


ST: Standard curve; RT: Real time RT-PCR

