Table S5.  Strains used in this study
	V. cholerae Strains
	Genotype
	Reference or Source

	WT (E7946)
	Spontaneous SmR derivative of E7946, El Tor Ogawa
	[1]

	WT + pACtsKan
	Ts pSC101 origin, KanR
	[2]

	(lacZ
	In-frame deletion of lacZ (VC2338)
	
 ADDIN EN.CITE 

[3]


	(aroA
	In-frame deletion of aroA (VC1732)
	This study

	(gltA
	In-frame deletion of gltA (VC2092)
	This study

	(dsbA
	In-frame deletion of dsbA (VC0034)
	This study

	(nlpD
	In-frame deletion of nlpD (VC0533)
	This study

	(degP
	In-frame deletion of degP (VC0566)
	This study

	(guaB
	In-frame deletion of guaB (VC0767)
	This study

	(cvpA
	In-frame deletion of cvpA (VC1003)
	This study

	(yjgF
	In-frame deletion of yjgF (VC2512)
	This study

	(ulaR
	In-frame deletion of ulaR (VCA0247)
	This study

	(phnR
	In-frame deletion of phnR (VCA0600)
	This study

	(mtlD
	In-frame deletion of mtlD (VCA1046)
	This study

	(mdoH
	In-frame deletion of mdoH (VC1287)
	This study

	(potC
	In-frame deletion of potC (VC1426)
	This study

	(ctpA
	In-frame deletion of ctpA (VC1496)
	This study

	(ftsX
	In-frame deletion of ftsX (VC1629)
	This study

	(fliK
	In-frame deletion of fliK (VC2128)
	This study

	(flgD
	In-frame deletion of flgD (VC2198)
	This study

	(ampG
	In-frame deletion of ampG (VC2300)
	This study

	(rimK
	In-frame deletion of rimK (VC2333)
	This study

	(cmaX
	In-frame deletion of cmaX (VC2334)
	This study

	(ampD
	In-frame deletion of ampD (VC2421)
	This study

	(VC2542
	In-frame deletion of VC2542
	This study

	(ldtB
	In-frame deletion of ldtB (VCA0058)
	This study

	(VCA0762
	In-frame deletion of VCA0762
	This study

	(VCA0999
	In-frame deletion of VCA0999
	This study

	(miaA
	In-frame deletion of miaA (VC0346)
	This study

	(hapR
	In-frame deletion of hapR (VC0583)
	This study

	(corC
	In-frame deletion of corC (VC0959)
	This study

	(rsuA
	In-frame deletion of rsuA (VC1179)
	This study

	(vceR
	In-frame deletion of vceR (VC1408)
	This study

	(VC1444
	In-frame deletion of VC1444
	This study

	(VC1807
	In-frame deletion of VC1807
	This study

	(ygbF
	In-frame deletion of ygbF (VC1834)
	This study

	(vanY
	In-frame deletion of vanY (VC2153)
	This study

	(leuO
	In-frame deletion of leuO (VC2485)
	This study

	(varS
	In-frame deletion of varS (VC2453)
	This study

	∆varS**
	In-frame deletion of varS (VC2453) and a G(A SNP at 580591. 
	This study

	E. coli Strains
	Genotype
	Reference or Source

	SM10pir+ pUTmTn5Km2
	AmpR plasmid pUTmTn5Km2 containing mTn5 transposon with KanR cassette in 
	[4]
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