	Strain 
	Parent / background
	Genotype
	Source

	SC5314
	
	Wild type
	[1]

	 CAI4
	SC5314
	ura3::1 imm434/ura3::1 imm434
	[1]

	SN148
	SC5314
	arg4/arg4 leu2/leu2 his1/his1  
ura3::1 imm434/ura3::1 imm434
	[2]

	SN250
	SC5314
	arg4/arg4 leu2::HIS1/leu2 :: LEU2 his1/his1  
ura3::1 imm434/ura3::1 imm434
	[3]

	HLY3636
	SN148
	arg4/arg4 leu2/leu2 his1/his1  
ura3::1 imm434/ura3::1 imm434 ADE2/ade2::MAL2p-MYC-BRG1-URA3
	This study

	HLY4081
	HLY3636
	arg4/arg4 leu2/leu2 his1/his1  
ura3::1 imm434/ura3::1 imm434 ADE2/ade2::MAL2p-13MYC-BRG1-URA3 HDA1/HDA1-TAP-HIS1
	This study

	HLY3922
	CAI4
	ura3::1 imm434/ura3::1 imm434 NRG1/NRG1-13MYC-URA3
	[4]

	HLY4082
	CAI4
	ura3::1 imm434/ura3::1 imm434 BRG1/BRG1-13MYC-URA3
	This study

	MMC4
	CAI4
	ura3::1 imm434/ura3::1 imm434 nrg1::hisG/nrg1::hisG
	[5]

	HLY 4031
	MMC4
	ura3::1 imm434/ura3::1 imm434  nrg1::hisG/nrg1::hisG 
ADE2/ade2::MAL2p-NRG1-13MYC-URA3
	[4]

	HLY4080
	MMC4
	ura3::1 imm434/ura3::1 imm434  nrg1::hisG/nrg1::hisG 
ADE2/ade2::MAL2p-13MYC-BRG1-URA3
	This study

	HLY4032
	HDho15
	MTL α/α ade2/ade2, ura3::ADE2/ura3::ADE2, hda1::CAT/hda1::hisG
	[4]

	HLY4033
	CAI4
	ura3::1 imm434/ura3::1 imm434 HDA1/HDA1-13MYC-URA3
	[4]

	UZ43
	UZ24
	leu2/leu2 his1/his1 URA3/ura3
ume6::HIS1/ume6::LEU2
	[6]

	HLY4076
	HLY4032
	MTL α/α ade2/ade2, ura3::ADE2/ura3::ADE2, hda1::CAT/hda1::hisG  ADE2/ade2::MAL2p-UME6-13MYC-URA3
	This study

	HLY4077
	HLY4032
	MTL α/α ade2/ade2, ura3::ADE2/ura3::ADE2, hda1::CAT/hda1::hisG  ADE2/ade2::MAL2p-BRG1-13MYC-URA3
	This study

	HLY4078
	CAI4
	ura3::1 imm434/ura3::1 imm434 UME6/UME6-13MYC-URA3
	This study

	HLY4079
	SN148
	arg4/arg4 leu2/leu2 his1/his1  
ura3::1 imm434/ura3::1 imm434
BRG1/BRG1-13MYC-HIS1
HWP1/HWP1p mutant-GFP-URA3
	This study
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