Table S3. Effect of LEDGF/p75 KD or KO on the frequency of viral integration in genomic features

	Species
	Virus or

vector
	Cell line
	Specifications
	Alias
	Total 

Sites
	In RefSeq genes (%)
	P value1

	∆2
	±2kb of CpG islands(%)
	P value3

	±4kb of CpG islands(%)
	P 
Value4
	MRC sites
	MRC, In RefSeq genes (%)5 
	MRC, ±2kb CpG (%)5
	MRC, ±4kb CpG (%)5
	Source

	Human
	HIV
	HOS
	Control
	U6
	106
	73.58
	
	
	1.89
	
	5.66
	
	318
	42.77***
	6.29
	8.18
	[1]

	
	
	
	LEDGF/p75 KD
	siL
	189
	71.96
	0.8
	1.62
	1.59
	1.0
	7.41
	0.6
	567
	42.15***
	3.35
	6.00
	[1]

	
	
	HEK293T
	Control
	293T-siScram
	449
	70.38
	
	
	1.11
	
	4.90
	
	4490
	41.63***
	4.21***
	6.95
	[1]

	
	
	
	LEDGF/p75 KD
	293T-siLL
	592
	61.99
	0.06
	8.39
	6.25
	<0.0001
	13.34
	<0.0001
	5920
	40.42***
	3.61**
	6.30***
	[1]

	
	
	Jurkat
	Control
	Jurkat-siJK2BC
	682
	79.62
	
	5.95
	2.64
	
	8.50
	
	6819
	40.42***
	4.21
	6.94
	[1]

	
	
	
	LEDGF/p75 KD
	Jurkat-siJK2
	695
	73.67
	0.01
	
	3.88
	0.2
	11.37
	0.09
	6950
	40.49***
	4.19
	6.63***
	[1]

	
	
	Nalm-6
	Control
	Nalm+/+, Nalm+/c
	1736
	77.50
	
	
	4.49
	
	11.81
	
	5208
	39.80***
	3.00**
	5.39***
	This work

	
	
	
	LEDGF/p75 KO
	Nalm-/- cl 1, 2
	799
	51.80
	<0.0001
	25.7
	9.89
	<0.0001
	15.14
	0.02
	2397
	39.13***
	3.38***
	5.55***
	This work

	Mouse
	HIV
	MEF
	Control 
	E1f/+
	341
	72.14
	
	
	2.64
	
	7.04
	
	1023
	38.51***
	3.23
	6.16
	[2]

	
	
	
	LEDGF KO
	E2-/-
	434
	50.23
	<0.0001
	21.91
	6.91
	0.008
	12.9
	0.009
	1302
	40.25***
	3.46**
	6.22**
	[2]

	
	
	MEF
	Control
	MEF +/+
	1105
	64.25
	
	
	1.45
	
	4.89
	
	11050
	36.17***
	2.14
	4.06
	[3]

	
	
	
	LEDGF KO
	MEF -/-
	495
	50.10
	<0.0001
	14.15
	7.27
	<0.0001
	11.52
	<0.0001
	4950
	36.77***
	2.12***
	3.90***
	[3]


1 P value obtained with a two-tailed Fisher’s exact test for the difference for integration in RefSeq genes obtained using HIV in control compared to LEDGF/p75 KD or KO (in MEF denoted as LEDGF KO) cell lines.

2 Delta (∆) represents the difference of integration in RefSeq genes in control compared to KD or KO conditions

3Comparable to (1), except integration ±2kb of CpG islands is used as a genomic feature.

4 Comparable to (1), except integration ±4kb of CpG islands is used as a genomic feature. 

5 Experimentally derived integration sites were compared to MRC using Fisher’s exact test. Statistical difference was denoted as: * P<0.05, ** P<0.01, *** P<0.001. 
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