Table S3.  Known and/or putative RpoS-dependent tick midgut adhesins

	Genea,b
	Description
	Classificationc
	RpoS Regulationd

	bb0384
	Basic membrane protein C (bmpC)
	LP
	Upregulated

	bba04
	S2 antigen
	LP
	Upregulated

	bba05
	S1 antigen
	LP
	Upregulated

	bba07
	chpAI protein
	LP
	Upregulated

	bba24
	Decorin binding protein A (dbpA)
	LP
	Upregulated

	bba25
	Decorin binding protein B (dbpB)
	LP
	Upregulated

	bba32
	hypothetical protein
	LP
	Upregulated

	bba33
	hypothetical protein
	LP
	Upregulated

	bba36
	Lipoprotein
	LP
	Upregulated

	bba57
	Hypothetical protein
	LP
	Upregulated

	bba65
	Hypothetical protein
	LP
	Upregulated

	bba66
	P35 antigen
	LP
	Upregulated

	bba72
	Hypothetical protein
	LP
	Upregulated

	bba73
	P35 antigen
	LP
	Upregulated

	bbb09
	Hypothetical protein
	LP
	Upregulated

	bbb14
	Hypothetical protein
	LP
	Upregulated

	bbd001
	Hypothetical protein
	LP
	Upregulated

	bbi42
	Outer membrane protein
	LP
	Upregulated

	bbo26
	Hypothetical protein
	LP
	Upregulated

	bbp27
	Rev
	LP
	Upregulated

	bb0400
	Hypothetical protein
	OMP
	Upregulated

	bb0563
	Hypothetical protein
	OMP
	Upregulated

	bbg23
	Hypothetical protein
	OMP
	Upregulated

	bbg24
	Hypothetical protein
	OMP
	Upregulated

	bbj23
	Hypothetical protein
	OMP
	Upregulated

	bbl01
	Hypothetical protein
	OMP
	Upregulated

	bbl03
	Hypothetical protein
	OMP
	Upregulated

	bb0365
	Lipoprotein LA7
	LP
	Repressed

	bba15
	Outer surface protein A (ospA)
	LP
	Repressed

	bba16
	Outer surface protein B (ospB)
	LP
	Repressed

	bba69
	Hypothetical protein
	LP
	Repressed

	bbf20
	Hypothetical protein
	LP
	Repressed

	bbg01
	Hypothetical protein
	LP
	Repressed

	bbi29
	Hypothetical protein
	LP
	Repressed

	bbi38
	Hypothetical protein
	LP
	Repressed

	bbi39
	Hypothetical protein
	LP
	repressed

	bbk01
	Hypothetical protein
	LP
	repressed

	bbk19
	Hypothetical protein
	LP
	repressed


aGene designation based on Borrelia burgdorferi B31 genome page at the J. Craig Venter Institute website (http://cmr.jcvi.org/tigr-scripts/CMR/GenomePage.cgi?org=gbb)
bbba64 has been removed from the table because a phenotype was not detected within ticks 


[1,2] ADDIN EN.CITE .
cClassification as a lipoprotein (LP) and outer membrane protein (OMP) determined as described in materials and methods using the algorithms developed by Cox et al.


[3] ADDIN EN.CITE  and Setubal et al.


[4] ADDIN EN.CITE . 

dRegulation based on microarray analyses performed by 
 ADDIN EN.CITE 
[5]
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