Table S4. Priority rank of cellular proteins based on the merged EBV (23) and MHV-68 PPI hit list

GenelD Name score(merged) p-val(merged) Score -val Virus
7531 YWHAE 120 1.02E-04 81 2.19E-05 MHV-68
7329 UBE2I 115 2.94E-04 75 1.87E-04 MHV-68
1387 CREBBP 115 2.94E-04 72  4.84E-04 MHV-68
7329 UBE2I 115 2.94E-04 41 411E-03 EBV
1499 CTNNB1 112 5.19E-04 70 8.55E-04 MHV-68
8554 PIAS1 103 2.40E-03 65 2.88E-03 MHV-68
3309 HSPA5 102 2.78E-03 59 8.40E-03 MHV-68
5499 PPP1CA 97 5.24E-03 30 3.64E-02 EBV
2316 FLNA 93 8.18E-03 52 2.05E-02 MHV-68
7251 TSG101 90 1.09E-02 24 8.08E-02 EBV
4790 NFKB1 89 1.20E-02 29 4.19E-02 EBV
10527 IPO7 84 1.79E-02 54 1.62E-02 MHV-68
8936 WASF1 76 3.09E-02 50 2.55E-02 MHV-68
80342 TRAF3IP3 74 3.49E-02 27 5.55E-02 EBV
8723 SNX4 73 3.70E-02 26 6.31E-02 EBV
163 AP2B1 72 3.93E-02 24 8.08E-02 EBV
81 ACTN4 70 4.42E-02 32  1.19E-01 MHV-68
81 ACTN4 70 4.42E-02 18  1.56E-01 EBV
51517 NCKIPSD 70 4.42E-02 27 5.55E-02 EBV
3838 KPNA2 66 5.54E-02 18  1.56E-01 EBV
8678 BECN1 64 6.18E-02 41  5.90E-02 MHV-68
26512 INTS6 63 6.52E-02 40 6.41E-02 MHV-68
54764 ZRANB1 63 6.52E-02 19 2.72E-01 MHV-68
3276 HRMT1L2 63 6.52E-02 13  2.53E-01 EBV
5684 PSMA3 58 8.41E-02 18  1.56E-01 EBV
6125 RPL5 57 8.83E-02 21 2.41E-01 MHV-68
5315 PKM2 56 9.27E-02 4 5.68E-01 EBV
2335 FN1 55 9.73E-02 24  2.01E-01 MHV-68
2335 FN1 55 9.73E-02 15  2.10E-01 EBV
6720 SREBF1 54 1.02E-01 19 2.72E-01 MHV-68
4000 LMNA 53 1.07E-01 17  3.05E-01 MHV-68
142 PARP1 52 1.12E-01 60 7.17E-03 MHV-68
2202 EFEMP1 51 1.17E-01 6 4.72E-01 EBV
29760 BLNK 51 1.17E-01 5 5.17E-01 EBV
8470 SORBS2 50 1.22E-01 11  4.31E-01 MHV-68
6386 SDCBP 48 1.34E-01 15 3.42E-01 MHV-68
8661 EIF3A 45 1.52E-01 24  2.01E-01 MHV-68
9276 COPB2 45 1.52E-01 16  3.23E-01 MHV-68
708 C1QBP 45 1.52E-01 5 5.17E-01 EBV
4926 NUMA1 43 1.66E-01 25 1.89E-01 MHV-68
6717 SRI 43 1.66E-01 14  2.30E-01 EBV
3690 ITGB3 42 1.72E-01 26 1.77E-01 MHV-68
335 APOA1 41 1.80E-01 0 1.00E+00 MHV-68
22919  MAPRE1 41 1.80E-01 7 4.32E-01 EBV
5525 PPP2R5A 40 1.87E-01 44  4.53E-02 MHV-68
2597 GAPDH 39 1.94E-01 25 7.16E-02 EBV
7846 TUBA3 39 1.94E-01 24 8.08E-02 EBV
10987 COPS5 37 2.11E-01 43  4.95E-02 MHV-68
5094 PCBP2 37 2.11E-01 22 2.28E-01 MHV-68
10919 EHMT2 37 2.11E-01 2 8.01E-01 MHV-68
2801 GOLGA2 34 2.36E-01 4 6.66E-01 MHV-68

6672 SP100 34 2.36E-01 25 T7.16E-02 EBV
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