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Figure S2.





Figure S2.  Growth curves of various GAS strains and indicators of growth points used for RNA analysis.   For (A), (B), and (C) the indicated strains were grown overnight and then placed into fresh THY at a 1:100 dilution.  OD600 readings were taken hourly until the end of the experiment.  For (A) and (B) arrows indicate points at which RNA was isolated for transcript level analysis by QRT-PCR.  For (C) arrows indicate points at which RNA was isolated for expression microarray analysis.

