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Figure S2. EMNA1 screen data analysed in terms of gene classification and gene ontology.

(&) Dataanalysis according to disttibution through kinase and kinase-related families.

(B Data analysis according to gene ontology and molecular function.

(T Gene ontology enrichment analysiz of 3 EMNAI screens showing only significantly enriched
kinasges (p < 0.03).

“pheres on Pasz 3 pie plots denote the 5 kinases identified in the BIAIL screen.



