	Type of mutation
	Resulting sequence

	Wild type sequence
	GTTATGGATCCCACGTCACTA

	Complete deletion
	---------------------

	3’ deletion
	GTTATGGATC-----------

	5’ deletion
	-----------CACGTCACTA

	Seed sequence deletion
	GTTATGGATCCCA-------A

	G:U replacement
	GTTATGGATCCCGCGTCGCTA

	Seed sequence mutation
	GTTATGGATCCCAGCAGCGAA


Table S2. Mutations of the miR-UL112-1 target site in the 3′UTR of IE72. Seed sequence of wild type target indicated in italics. Base substitutions shown in bold.
