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IH IA4 IA3 IA1 IB3 ID YH YG YB1 YC2 YC3

Unclassified;Other;Other;Other;Other;Other 0.0 0.4 0.8 0.0 0.0 50.0 0.0 0.0 0.0 0.0 0.0

Archaea;Other;Other;Other;Other;Other 0.0 0.4 0.6 1.8 2.1 0.0 0.0 0.0 0.0 0.0 0.0

p_Crenarchaeota;c_MBGA;o_NRP-J;f_;g_unclassified 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 33.3

p_Crenarchaeota;c_Thaumarchaeota;o_Cenarchaeales;f_SAGMA-X;g_unclassified 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0100.0 33.3

p_Euryarchaeota;Other;Other;Other;Other 0.0 4.0 4.5 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanobacteria;o_Methanobacteriales;f_Methanobacteriaceae;g_Methanobacterium 0.0 1.2 0.6 32.7 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanobacteria;o_Methanobacteriales;f_Methanobacteriaceae;g_Methanobrevibacter 0.0 0.0 0.0 0.0 0.0 0.0 90.0 6.9 0.0 0.0 0.0

p_Euryarchaeota;c_Methanobacteria;o_Methanobacteriales;f_Methanobacteriaceae;g_Methanosphaera 0.0 0.0 0.0 0.0 0.0 0.0 10.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;Other;Other;Other 0.6 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;o_Methanomicrobiales;f_Methanocorpusculaceae;g_Methanocorpusculum 0.0 0.0 1.4 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;o_Methanomicrobiales;f_Methanomicrobiaceae;g_Methanoculleus 4.3 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;o_Methanomicrobiales;f_Methanoregulaceae;g_Candidatus Methanoregula 0.0 2.8 8.9 5.5 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;o_Methanosarcinales;Other;Other 1.2 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;o_Methanosarcinales;f_Methanosaetaceae;g_Methanosaeta 3.0 3.6 2.2 18.2 0.0 50.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;o_Methanosarcinales;f_Methanosarcinaceae;Other 1.8 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;o_Methanosarcinales;f_Methanosarcinaceae;g_Methanosarcina 86.6 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Methanomicrobia;o_YC-E6;f_;g_unclassified 0.6 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Thermoplasmata;o_E2;Other;Other 0.0 0.0 0.3 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Thermoplasmata;o_E2;f_[Methanomassiliicoccaceae];g_unclassified 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 33.3

p_Euryarchaeota;c_Thermoplasmata;o_E2;f_[Methanomassiliicoccaceae];g_Methanomassiliicoccus 0.6 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_Euryarchaeota;c_Thermoplasmata;o_E2;f_[Methanomassiliicoccaceae];g_vadinCA11 0.6 0.4 1.1 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0

p_[Parvarchaeota];c_[Micrarchaea];o_[Micrarchaeles];f_;g_unclassified 0.0 2.0 1.4 1.8 0.7 0.0 0.0 0.0 0.0 0.0 0.0

p_[Parvarchaeota];c_[Parvarchaea];o_WCHD3-30;f_;g_unclassified 0.6 83.4 75.7 34.5 95.8 0.0 0.0 89.7 0.0 0.0 0.0

p_[Parvarchaeota];c_[Parvarchaea];o_YLA114;f_;g_unclassified 0.0 1.6 2.5 5.5 1.4 0.0 0.0 3.4 0.0 0.0 0.0

#OTU ID

Livestock carcass burial site Livestock manure heap site


