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Analysis of gel images. (A-C) To quantify the density of PCR bands from Fig 3C, plots of signal 
intensities were obtained using ImageJ. Areas under the curve (in gray) of peaks having the same 
migration were measured and compared accross genotypes. In these plots, the direction of band 
migration is rightward. WT: wild type, HZ: heterozygous mutant, KO: knockout (mutant).


