S1 File. Datasets for Patients’ characteristics analysis and

experimental studies.
Table A. General Characteristics of Study Subjects.

Descriptives

895% Confidence Interval for
Mean

I Mean Std. Deviation Std. Error Lower Bound Upper Bound Minimum Maximum

Age 1.00 30 S50.5333 18.58760 3.39362 43.5926 57.4741 17.00 ¥&8.00
2.00 34 554706 9.05283 1.652585 52.311%9 58.6293 36.00 70.00

3.00 31 S58.7097 11.23445 201777 54.5888 G2.8305 31.00 7¥5.00

4.00 25 58.2400 11.56244 2.312449 53.4673 63.0127 29.00 7500

Total 120 S55.6500 13.27261 1.21162 53.2509 58.0491 17.00 7&8.00

EMI 1.00 30 23.3667 2.96128 540658 22.2609 24.4724 17.60 27.50
2.00 34 22.7659 3.01005 S1622 21.7156 23.8161 19.30 30.40

3.00 31 241642 3.98706 71610 227017 25,6267 16.90 32.40

4.00 25 23.9920 2.58456 51691 22,9251 250589 20.30 28.70

Total 120 23.5328 3.21365 .29336 22,9519 241136 16.90 32.40

TG 1.00 30 4.7287 TEY915 14043 4.4415 5.01549 3.449 610
2.00 34 4.9429 1.21188 20785 4.5201 5.3658 3.28 8.32

3.00 31 4.6881 1.31165 .235588 4.2069 51692 2.0 a8.7y2

4.00 25 4. 8768 112112 22422 4.4140 5.3396 3.07 6.85

Total 120 4.8098 111815 0207 4. 6076 501189 2.0 272

TCH 1.00 30 1.9760 85567 A7448 1.6191 2.3329 .84 4.51
2.00 34 1.5229 81491 13976 1.2386 1.8073 A3 225

3.00 31 1.7187 1.39488 250585 1.2070 2.2304 54 8.26

4.00 25 1.9488 81180 18236 1.5724 2.3252 7B 4249

Total 120 1.77585 1.04904 09576 1.5859 1.9651 13 8.26

HDL 1.00 30 1.0760 22074 04030 9936 1.1584 71 1.49
200 34 1.3571 . F3565 2616 1.1004 1.6137 72 3.97

3.00 31 1.1161 20402 03664 1.0413 1.1910 TS 1.43

4.00 258 1.1788 29655 05931 1.0564 1.3012 63 1.86

Total 120 1.1874 45041 04112 1.1060 1.2688 63 3.97

LDL 1.00 30 2.8107 85423 15596 2.4917 31296 1.35 4.36
2.00 34 26476 69178 11864 2.4063 2.8890 1.28 367

3.00 31 2.7126 1.03185 18535 2.3340 3.0911 65 556

4.00 25 2.8444 88573 19715 2.4375 3.2513 1.19 4.86

Total 120 2.7462 88382 0B0E8 2.5864 2.9059 65 556

TGHDL 1.00 30 4. 4653 1.07726 19668 4.0631 4 BETE 277 6.80
2.00 34 4.0106 1.01582 17423 3.6561 4.3651 2.09 587

3.00 31 4.2819 1.08936 19566 3.8524 4 6515 2.583 6.97

4.00 25 4.3308 1.34630 26926 37751 4.8865 1.65 G.43

Total 120 4.2533 1.12381 0280 4.0502 4. 4565 1.65 697

TCHLDL 1.00 30 2.0567 1.55706 28428 1.4752 2.6381 .32 6.42
.00 34 1.4418 83797 16086 1.1145 1.7690 03 2.95

3.00 31 1.5561 1.22186 21947 1.1079 2.0043 .38 660

4.00 25 1.7516 112976 .225495 1.2853 221749 AT 616

Total 120 1.6896 1.23516 1275 1.4663 1.9128 03 660

Hbal < 1.00 30 4.8400 F3607 13438 4.5651 51149 3.90 590
2.00 34 8.0800 1.82028 31218 7.4449 8.7151 516 1117

3.00 31 9.6016 2.30787 41452 8.7550 10.4482 6.25 16.89

4.00 25 2.3484 2.00755 40151 7.5197 91771 4.48 12.00

Total 120 T.7190 2.517891 .22985 T.26389 81741 3.90 16.89

Glucose 1.00 30 4. 5533 B3286 115584 4.3170 4.7896 3.90 610
2.00 34 8.8159 2.7T5633 47271 T.8542 97776 5.20 14.80

3.00 31 13.9323 6.04987 1.08659 11.7131 16.1514 4.40 32.40

4.00 25 12.5124 6.53420 1.30684 9.8152 15.2096 3.84 29.00

Total 120 9.8421 576637 52638 8.79498 10.8844 3.84 32.40

WA 1.00 30 10055 4667 113068267 206.43347 9633.2628 10477.6705 TEEE.00 1157300
2.00 34 14789.0000 3486.56702 597.94131 13572.4793 16005.5207 10876.00 25001.00

3.00 31 183624516 4686.16621 B841.66030 16643 5520 20081.3513 1293.00 29080.00

4.00 25 238355200 3061.85476 612.37095 22571.6485 25099.3915 19894.00 29319.00

Total 120 16413.4500 S8B3.E60267T 537.09753 15349.9432 17476.9568 1293.00 29319.00

CTRP3 1.00 30 187.2467 51.91381 9.47812 167.8617 206.6316 81.21 289.00
2.00 34 142.3118 13.80553 236763 137.4948 147.1287 123.60 170.30

3.00 31 120.9226 30.68758 551165 109.6663 1321789 83.80 188.30

4.00 25 TE.8308 18.20502 3.64100 69.3161 84.3455 50.00 118.30

Total 120 134.3781 49 79363 4.54552 125.3775 143.3787 S50.00 289.00

CTRFS 1.00 30 486.1320 88.13295 16.09080 453.2226 515.0414 ar0.e2 68503
2.00 34 288.0394 2063971 3.53968 280.8379 295.2409 245.56 332.24

3.00 31 251.5235 52.89726 9.50063 2321207 270.9264 164.89 407.45

4.00 25 231.5872 39.46098 7.B9220 215.2985 247.8759 109.49 296.07

Total 120 316.36684 114.58922 10.46052 2956555 337.0813 105.49 E685.03




Hypothesis Test Summary

Null Hypothesis Test Sig. Decision
Independent- .
4 The distribution of Male isthe sam@&amples 850 Eslt[“'" the
across categories of Group. Kruskal- : R
Wallis Test YRLTUTRE
itributi . _._Independent- .
The distribution of Hypertension is Samples Retain the
2 the same across categories of Krusl-(F:iI- 3490 null .
Group. Wallis Test hypothesis.
The distribution of iidspanden® Reject the
3 Diabeticnephropathy is the same KruskF:lI- 000 null
across categories of Group. Wallis Test hypothesis.
Independent- .
4 The distribution of Age is the sameSamples 187 E:ltl‘“" the
across categories of Group. Kruskal- : h thesi
Wallis Test ypothesis.
Independent- .
5 The distribution of BMI is the same Samples o E:I*[a'" the
across categories of Group. Kruskal- ’ Ry
Wallis Test FEELLIE
Independent- .
|g The distribution of TG is the same Samples 630 Ejltlam the
across categories of Group. Kruskal- : hyp othesis
Wallis Test ¥P :
Independent- .
2 The distribution of TCH is the sameSamples 077 ?:It["'" the
across categories of Group. Kruskal- : s e
Wallis Test YP -
Independent- .
8 The distribution of HDL is the sameSamples 280 E:ﬁ‘“" the
across categories of Group. Kruskal- . hyp othesis
Wallis Test yP :
Independent- .
g The distribution of LDL is the same Samples 202 g:h‘“" the
across categories of Group. Kruskal- ’ P
Wallis Test yP -
Independent- .
10 The distiibution of TGHDL isthe  Samples saa E:Itlﬂ'nthe
same across categories of Group. Kruskal- ’ hvp othesis
Wallis Test vP .
Independent- .
11 The distibution of TCHLDL isthe Samples e mlt[ﬂ'n the
same across categories of Group. Kruskal- : s e
Wallis Test vP -

Asymptotic significances are displayed. The significance level is .05,




Table B. Correlation between DR and laboratory characteristics

Variables in the Equation

B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
Age .032 .015 4.683 1 .030 1.033 1.003 1.063
Step 12
Constant -1.937 .860 5.077 1 .024 .144
a. Variable(s) entered on step 1: Age.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
Male -.244 .368 438 1 .508 784 .381 1.613
Step 12
Constant .000 272 .000 1 1.000 1.000
a. Variable(s) entered on step 1: Male.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
Hypertension 376 458 674 1 412 1.457 .593 3.576
Step 1?
Constant -.209 .205 1.038 1 .308 811
a. Variable(s) entered on step 1: Hypertension.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
BMI .103 .059 3.086 1 .079 1.109 .988 1.245
Step 12
Constant -2.572 1.401 3.367 1 .067 .076
a. Variable(s) entered on step 1: BMI.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.1.for EXP(B)
Lower Upper
TG -.057 .165 118 1 731 .945 .684 1.306
Step 12
Constant .140 .814 .029 1 .864 1.150

a. Variable(s) entered on step 1: TG.




Variables in the Equation

B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
TCH .079 176 201 1 .654 1.082 .766 1.528
Step 1@
Constant -.274 .362 571 1 450 .760
a. Variable(s) entered on step 1: TCH.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
HDL -.446 466 914 1 .339 .640 .257 1.597
Step 12
Constant .392 575 465 1 495 1.480
a. Variable(s) entered on step 1: HDL.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.1.for EXP(B)
Lower Upper
LDL .061 .208 .086 1 .769 1.063 707 1.598
Step 1°
Constant -.302 .600 .252 1 .615 .740
a. Variable(s) entered on step 1: LDL.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
TGHDL .051 164 .096 1 757 1.052 .763 1.449
Step 12
Constant -.349 720 .235 1 .628 .705
a. Variable(s) entered on step 1: TGHDL.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.1.for EXP(B)
Lower Upper
TCHLDL -.058 150 .148 1 701 .944 .703 1.267
Step 12
Constant -.036 312 .013 1 .908 .964

a. Variable(s) entered on step 1: TCHLDL.




Variables in the Equation

B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
HbAlC .501 102 24.155 1 .000 1.650 1.351 2.015
Step 12
Constant -4.009 817 24.082 1 .000 .018
a. Variable(s) entered on step 1: HbA1C.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
Glucose .393 077 26.140 1 .000 1.481 1.274 1.722
Step 1°
Constant -3.738 .708 27.880 1 .000 .024
a. Variable(s) entered on step 1: Glucose.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
Glucose .393 077 26.140 1 .000 1.481 1.274 1.722
Step 12
Constant -3.738 .708 27.880 1 .000 .024
a. Variable(s) entered on step 1: Glucose.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)
Lower Upper
CTRP3 -.050 .009 28.240 1 .000 .952 .934 .969
Step 12
Constant 6.234 1.196 27.148 1 .000 509.667
a. Variable(s) entered on step 1: CTRP3.
Variables in the Equation
B S.E. Wald df Sig. Exp(B) 95% C.1.for EXP(B)
Lower Upper
CTRP5 -.036 .008 19.749 1 .000 .965 .950 .980
Step 12
Constant 10.022 2.206 20.640 1 .000 22527.662

a. Variable(s) entered on step 1: CTRP5.




Table C. Correlation between DR and CTRPs

Variables in the Equation

B S.E. Wald df Sig. Exp(B) 95% C.l.for EXP(B)

Lower Upper
Age .018 .033 277 1 599 1.018 .953 1.086
HbA1C .090 .185 236 1 627 1.094 761 1.573
Glucose 137 .106 1.645 1 .200 1.146 .930 1.412
Step 12  VCAM1 .000 .000 1.162 1 281 1.000 1.000 1.000
CTRP3 -.043 .016 7.782 1 .005 .958 .929 .987
CTRP5 -.016 .009 3.093 1 .079 .984 .966 1.002

Constant 5.209 3.956 1.734 1 .188 182.829

a. Variable(s) entered on step 1: Age, HbA1C, Glucose, VCAML1, CTRP3, CTRP5.




Table D. Correlation analysis of variables associated with circulating
CTRP3 All, n=120

Correlations
Male Age BMI 6 TCH HOL DL | TGHDL | TGHLDL | HBA1C | Glucose | VCAMI | CTRP3 | CTRPS | Hypertension
Spearman'stho  Male Correlation Coefficient 1.000 135 074 024 114 .07 060 A7 075 -077 -020 014 028 .0 034
Sig. (-tailad) 143 423 757 216 015 515 061 416 402 825 879 765 987 716
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
Age Comelation Coefficient 135 | 1000 i | 058 061 28 050 | 1068 151 e 208 TR 012
Sig. (-tailad) 43 . 27 002 57 510 012 586 032 099 007 025 883 008 895
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
BMI Correlation Cosfiicient 74 11| 1.000 103 | 22| o158 M6 | 249" 73| -0 049 002 026 049 -142
Sig. (-tailad) 4 227 . 263 020 085 207 006 059 767 593 981 779 595 173
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
6 Comelation Coefficient 029 77 103 | tooo | 247 | a0 | s | a4 005 124 -078 -.080 055 084 018
Sig. (-tailed) 757 002 263 . Jili Ol 0o 000 961 179 393 328 553 361 A70
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
TCH Comelation Coefficient 114 058 212 | n | 000 | -n2” 17| a0 736 -149 -093 - 182 024 137 - 065
Sig. (-ailad) 216 527 020 008 000 167 000 000 104 314 047 794 137 479
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
HDOL Correlation Coeficient | 223 061 158 | 330" | -2 | 1000 00 | -6077 | -E19 030 083 051 -084 -113 043
Sig. (-tailad) 015 510 085 000 000 029 000 000 742 366 577 360 2 641
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
1oL Comelation Coefficient 060 229" e | 87 127 00 | 1000 | 493" 026 -098 - 081 -037 067 025 -1
Sig. (-tailad) 515 012 207 000 167 02 000 776 286 392 646 466 786 229
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
TGHDL Corelation Cosfiicient 17 050 | 2497 | aarT | e10” | -607" | 493" | 1000 | s | 084 | o103 | -000 013 128 -070
Sig. (-tailad) 061 586 006 000 000 000 000 . 000 555 262 327 888 175 449
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
TCHLDL Correlation Cosfiicient 76 | -9 173 005 | 73 | -519° 026 | 5277 | 1000 | -138 125 | -160 007 173 -168
Sig. (-tailad) 416 032 059 961 000 000 776 000 . 134 172 081 936 059 066
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
HoA1C Correlation Coefiicient | -077 151 027 124 -149 030 -098 - 054 138 | 1000 7500 | 662 | -445 | -548” 058
Sig. (-tailad) 402 099 767 179 104 742 286 555 134 . 000 000 000 000 531
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
Glucose Correlation Coeficient | -020 16 049 -079 -.003 083 - 081 -103 -125 7500 | 1000 | 717 | -s007 | -676 017
Sig. (-tailad) 825 007 543 393 314 366 382 262 an 000 . 000 000 000 850
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
VCAMT Comelation Coefficient 014 208" 002 -.000 - 152 051 -037 -090 -160 662 17| tooo | 707 | -7ed” 191
Sig. (-tailad) 879 025 9g1 a8 097 577 686 3w 081 000 000 . 000 000 037
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
CTRP3 Comelation Coefficient 028 014 026 055 024 -084 067 013 o007 | -a45" | -s00” | -707 | 1000 | 637 -013
Sig. (-tailad) 765 883 779 553 794 360 466 588 436 000 000 000 000 889
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
CTRPS Comelation Coefficient oo | -7 049 084 137 -113 02 125 73| -548” | -676 | -7847 | 637 | 1.000 - 087
Sig. (-tailed) 987 009 595 361 137 m 786 178 059 000 000 000 000 537
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120
Hypertension  Correlation Coefficient 034 012 142 01a -.065 043 -1 -070 -168 058 -017 191 -013 -.057 1.000
Sig. (-ailad) 716 896 123 870 479 B4 229 440 066 531 850 037 B89 537 .
N 120 120 120 120 120 120 120 120 120 120 120 120 120 120 120

* Correlation is significant atthe 0.05 level (2-tailed).

** Correlation is significant atthe 0.01 lavel (2-tailed).




Table E. Correlation analysis of variables associated with circulating
CTRP3 T2DM, n=90

Correlations

Male Age Bl T6 TCH HDL 0L | T6HDL | TCHLDL | Hbatc | Glucose | vCAMI | CTRP3 | CTRPS | Hypertension
Spearman'stho  Male Correlation Coefficient 1.000 -100 -.009 -134 -.059 -160 -.056 015 057 -.046 037 068 -.054 -037 .o
Sig. (2-tailed) 351 933 200 580 3 602 892 591 668 730 526 613 730 503
N 90 90 90 90 90 90 50 50 50 50 50 50 50 90 90
Age Correlation Coefficiant -100 1.000 044 098 -034 095 067 -085 - 096 087 309" 174 -028 - 165 -032
Sig. (2-tailed) 351 678 357 752 a4 513 428 367 594 003 102 796 145 765
N 90 90 50 50 50 50 50 50 50 50 50 50 50 90 90
BN Correlation Coeflicient -.009 044 1.000 058 186 131 060 221 170 -091 071 -055 -047 104 -139
Sig. (2-tailed) 833 678 588 080 218 T4 036 10 394 504 506 658 328 100
N 90 90 80 40 40 90 50 50 50 50 50 50 50 90 90
TG Correlation Coefficient 134 098 058 1.000 214 3837 805 480" 062 -188 -.080 126 -0M 147 029
Sig. (2-tailed) 209 387 588 . 043 000 000 000 559 076 453 237 702 167 787
N 90 90 90 90 90 90 50 50 50 50 50 50 50 90 90
TCH Correlation Coefficiant -059 -034 186 214" 1000 | -3337 175 580" 902" - 060 028 - 056 - 185 063 -124
Sig. (2-tailed) 560 752 080 043 . 001 098 000 000 577 792 500 120 556 244
N 40 40 80 40 40 a0 0 0 0 90 90 50 50 90 40
HDL Correlation Coefficient - 160 095 REN asa | -3 1.000 as1 | -s65 | -605 -107 -.055 -.068 016 -008 148
Sig. (2-tailed) 131 374 218 000 001 . 157 000 000 37 605 527 882 943 165
N 90 90 90 90 90 90 50 50 50 50 50 50 50 90 90
LoL Correlation Coefficient -.056 067 060 | 806" 75 151 1.000 587" 099 - 147 -057 - 011 -058 000 -.099
Sig. (2-tailed) 602 533 574 000 098 157 000 351 167 595 97 586 598 354
N 40 40 50 40 40 a0 0 0 50 0 0 50 50 90 40
TGHDL Correlation Coefficient 015 -.085 221 450" T 587 1.000 570" 010 -.004 -039 118 108 -168
Sig. (2-tailed) 802 428 036 000 000 000 000 . 000 929 970 T4 276 306 114
N 90 90 50 40 40 90 50 50 50 50 50 50 50 90 90
TCHLOL Correlation Coefficiant 087 -.096 170 062 002" | -g05” 099 670" 1.000 -037 -010 - 055 -086 059 -104
Sig. (2-tailed) 591 367 10 559 000 000 351 000 . 730 924 506 423 579 330
N 90 90 50 50 50 50 50 50 50 50 50 50 50 90 90
HbAIC Correlation Coefficient - 046 057 -.081 RET] - 060 -107 -147 010 -037 1.000 519 328" 131 - 045 -025
Sig. (2-tailed) 868 504 304 076 577 M7 167 929 730 . 000 002 219 674 817
N 90 90 80 40 40 90 50 50 50 50 50 50 50 90 90
Glucose Correlation Cosfficient 037 309" o -.080 028 -055 -057 -004 -010 519 1.000 aTd” | -2 | -asT -130
Sig. (2-tailed) 730 003 504 453 792 605 595 a70 924 000 . 000 005 001 223
N 90 90 90 90 90 90 50 50 50 50 50 50 50 90 90
YCAMT Correlation Coefficiant 068 174 -055 126 - 056 - 068 - 011 -039 - 055 328" 474" 1000 | -663" | -5007 203
Sig. (2-tailed) 526 102 606 237 600 527 7 714 506 002 000 . 000 000 055
N 40 40 80 40 40 a0 0 0 0 90 90 50 50 90 40
CTRP3 Correlation Coefficient -054 -028 -047 041 - 165 016 -.058 -116 -.086 RENEEE R 1.000 520" 020
Sig. (2-tailed) 813 796 658 702 120 882 586 276 423 219 005 000 . 000 851
N 90 90 90 90 90 90 50 50 50 50 50 50 50 90 90
CTRPS Correlation Coefficient -037 -155 104 147 063 -.008 000 109 059 045 | -3s7" | -s00” 520" 1.000 076
Sig. (2-tailed) 730 145 328 167 556 943 998 306 579 674 001 000 000 479
N 40 40 50 40 40 a0 0 0 50 0 0 50 50 90 40
Hypertension  Correlation Coefficient .07 -032 -139 028 =124 148 -.099 -.168 -104 -025 -130 03 020 076 1.000

Sig. (2-tailed) 503 765 160 787 244 165 354 14 330 87 223 055 851 479
N 90 90 50 50 50 590 50 50 50 50 50 50 50 90 90

** Caorrelation is significant atthe 0.01 level (2-tailed)
* Correlation is significant at the 0.05 level (2-failed)




Table F. Correlation analysis of variables associated with circulating

CTRP3 DR,

n=56

Correlations
WMale Age BMI TG TCH HDL 1oL | TeHDL | TCHLOL | Hbatc | Glucose | veamt | cTrRP3 | cTRPS | Hyperension
Spearman's tho  Male Correlation Coefficient 1.000 -.250 053 -105 -.076 -104 -.044 -0 027 -126 043 .093 -.045 -.004 023
Sig. (2-ailed) 063 696 441 576 446 746 594 846 355 752 496 740 74 866
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
Age Corelation Coeficient -.250 1.000 058 080 057 048 160 -019 -013 018 306" -016 106 -126 -193
Sig. (2-ailzd) 063 . 572 507 674 725 238 892 824 893 022 805 436 356 A55
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
BMI Correlation Coeficient 053 058 1.000 055 255 - 131 020 227 228 -213 -027 -232 120 219 -196
Sig. (2ailed) 598 872 . 589 058 336 B84 093 091 16 841 085 378 105 47
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
16 Correlation Coeficient -105 090 055 1.000 437" 241 941" 668" 330 -078 -.057 17 014 -040 -.082
Sig. (2ailed) a4 507 589 . 001 073 000 000 013 566 877 392 021 72 546
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
TCH Correlation Coeficient -076 057 255 437" 1.000 -241 278 555" 907" 147 o -.009 -142 237 -.064
Sig. (2ailed) 76 B4 058 001 . 073 038 000 000 281 502 847 295 078 539
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
HOL Comelation Coefficient 104 048 131 241 -241 1.000 107 | -4087 | 4027 072 127 -035 015 | - 266 118
Sig. (2-aild) 446 725 336 073 073 147 000 000 £a7 351 795 010 048 367
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
oL Corelation Coeficient 044 160 020 adt” 278 197 1.000 G417 210 -104 -.067 -158 003 -.098 -157
Sig. (2-tailed) 746 238 884 000 038 147 000 21 447 825 244 982 469 248
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
TGHDL Corelation Coeficient -.001 -0t 17 666 555 | -agg” 541" 1.000 644" -.056 077 -.081 -072 231 217
Sig. (2-tailed) 994 892 093 000 000 000 000 000 682 571 554 596 102 108
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
TCHLDL Corelation Coeficient o 013 228 330 E 210 6447 1.000 -186 080 002 -101 235 -038
Sig. (2-ailed) 846 524 091 013 000 000 121 000 170 550 587 457 082 781
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
HbATC Corelation Coeficient 126 018 -213 -078 -147 072 - 104 -.056 -186 1.000 | 484" 094 0z 41 -034
Sig. (2-ailzd) 355 893 16 566 281 507 47 682 170 . 000 491 028 300 803
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
Glucose Correlation Coeficient 043 306 -027 -087 071 121 - 067 077 080 | 4847 1.000 235 -035 -A72 -.098
Sig. (2ailed) 752 022 841 BT 602 351 525 571 559 000 . 081 796 205 472
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
VCAMI Correlation Coeficient 083 016 232 -7 -008 -035 -158 -081 002 094 235 1.000 | -597 -207 3427
Sig. (2ailed) 496 805 085 392 047 705 244 554 887 491 081 . 000 126 010
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
CTRP3 Correlation Coeficient -045 106 120 014 -142 015 003 072 101 012 035 | 597 1.000 168 054
Sig. (2ailed) 740 436 378 021 295 910 982 506 45T 828 796 000 . 27 595
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
CTRPS Correlation Coeficient -004 126 29 -040 237 | -266 - 099 o 235 141 172 -207 168 1.000 085
Sig. (2-tailed) a74 356 105 72 078 048 469 102 082 300 205 A28 27 . £33
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56
Hyperension  Correlation Coeficient 023 -183 - 196 -082 -064 118 - 157 27 -038 - 034 - 098 3477 054 085 1.000
Sig. (2ailzd) 868 185 147 546 639 387 248 108 781 803 472 010 695 533 .
N 56 56 56 56 56 56 56 56 56 56 56 56 56 56 56

* Caorrelation is significant at the 0.05 level (2-tailed)

** Correlation is significant at the 0.01 leve| (2-tailed)




Fig A. ROC curves, for DR/PDR diagnosis, by circulating CTRP3 level.
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a. Under the nonparametric assumption
b. Null hypothesis: true area = 0.5




Fig A. 2
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The test result variable(s): CTRP3 has at least one tie between the positive
actual state group and the negative actual state group. Statistics may be biased.

a. Under the nonparametric assumption
b. Null hypothesis: true area = 0.5



Fig B. CTRP3 inhibits high glucose/high lipids (HGHL)-induced expression
of VCAM-1 in a time- and dose-dependent manner.
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Fig C. CTRP3 inhibited HGHL induced VCAM-1 production in an AMPK
dependent manner.
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FigC. 3
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