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S3 Table. Distribution of COI sequence divergences (K2P) at Phyllonorycter issikii and the 
putative Phyllonorycter sp. n. 

Taxonomic 
level n Taxa Comparisons 

Genetic distance, (%) 

Min Mean ± StDiv Max 

Intraspecific 377 2 56514 0 1.27±0.04 2.96 

Interspecific 377 1 14362 3.66 5.13±0.003 6.02 

 


