[bookmark: _GoBack]S4 Table. Summary of exome sequencing data quality of each member of the family.
	
	Mother
	Father
	Male Sibling
	Female Sibling

	Raw reads
	44,552,415
	42,228,273
	47,090,732
	46,562,751

	Filtered reads
	32,079,570
	30,839,118
	33,716,494
	33,386,916

	Mapped reads
	31,923,730
	30,685,694
	33,539,194
	33,205,438

	Mapped base-pairs (Gb)
	3.2
	3.1
	3.4
	3.3

	% reads aligned
	99.51
	99.50
	99.47
	99.46

	% 20x coverage on target (per base)
	45.27
	44.27
	44.81
	44.17



