S2 Table. Overview of sequencing data
	
	Number of reads analyzed
	Number of OTUs detected

	
	Control (n=19)
	PCOS (n=24)
	
	Control (n=19)
	PCOS (n=24)
	

	Cut-off
	mean
	SD
	mean
	SD
	p-value
	mean
	SD
	mean
	SD
	p-value

	Singleton removal
	65249
	16528.8
	65462
	10860.4
	0.962
	974
	145.6
	894
	149.7
	0.092

	>0.01 %
	60719
	16075.3
	61472
	10207.3
	0.860
	315
	52.3
	279
	54.6
	0.030*

	>0.1 %
	46449
	15512.8
	48639
	8006.6
	0.581
	106
	17.0
	95
	16.8
	0.062


Number of reads analyzed and OTUs detected at three relative abundance cut-off levels. OTU: operational taxonomic unit, SD: standard deviation.
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