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S5 Fig. Intermolecular  sheet‑ sheet interactions covered by the recognition region R1. Intermolecular  sheet interactions between RAS proteins and their effectors is covered by the recognition region R1 in the interaction matrix, which is launched to demonstrate interaction residues in all available structures. Left and upper panels comprises the amino acid sequence alignment of RAS and effector proteins, respectively. Each element corresponds a possible interaction of RAS (row) and effectors (column) residues. Besides, each element involves four sub-elements, which show a combination of main-chain and side-chain interactions, as indicated. Main-chain–main-chain contacts are shown in red.
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