

S3 Table. GO terms Biological Process and Cellular Component associated with the DEGs identified by the meta-analysis
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Biological process Observed Genes in DataSet adj P-value

Response to external stimulus        82 1323 4.84E-14

Response to steroid hormone stimulus        37 306 9.43E-14

Response to wounding        72 1109 2.26E-13

Multicellular organismal development        162 4077 6.90E-13

Cell migration        60 841 8.82E-13

Response to lipid        49 582 8.82E-13

Cell motility        62 910 1.79E-12

Localization of cell        62 910 1.79E-12

Response to endogenous stimulus        63 1004 3.24E-11

Regulation of cell proliferation        65 1177 2.74E-09

Response to corticosteroid stimulus        21 148 2.74E-09

Anatomical structure morphogenesis        93 2055 4.09E-09

Cell proliferation        76 1548 9.85E-09

Regulation of biological quality        105 2511 1.42E-08

Cell adhesion        55 954 1.96E-08

Chemotaxis        41 595 2.58E-08

Response to glucocorticoid stimulus        19 139 3.29E-08

Inflammatory response        35 484 1.47E-07

Response to stress        114 2952 1.68E-07

Extracellular matrix organization        22 211 2.38E-07

Cellular component Observed Genes in DataSet adj P-value

Extracellular region        112 2140 2.44E-19

Extracellular matrix        34 426 1.27E-09

Plasma membrane        133 4289 4.93E-06

Integral to plasma membrane        48 1220 0.0003

Endoplasmic reticulum lumen        13 170 0.0011

Vesicle        36 970 0.0063

Sarcolemma        8 91 0.0063

Cytoplasmic membrane-bounded vesicle lumen        6 54 0.0088

Cell-cell junction        15 288 0.0093


