
 

S7 Fig. Microbial community structures of Brachypodium roots. NMDS ordination plots (Bray-Curtis similarity) of (A) bacterial and (B) 

fungal community structures colonizing Brachypodium seminal and nodal root tips and bases at day 30 and day 44 after sowing. Bacterial 16S 

rRNA and fungal ITS gene diversities were analyzed with T-RFLP. Data are mean NMDS scores for axes 1 and 2 ± SE (n=9). 

  

-1.2

-1

-0.8

-0.6

-0.4

-0.2

0

0.2

0.4

0.6

0.8

-2 -1 0 1 2

M
D

S
2

MDS1

Stress=0.168

-0.4

-0.3

-0.2

-0.1

0

0.1

0.2

0.3

0.4

-0.6 -0.4 -0.2 0 0.2 0.4 0.6

M
D

S
 2

MDS 1

Stress=0.177

-0.4

-0.3

-0.2

-0.1

0

0.1

0.2

0.3

0.4

-0.5 0 0.5 1

M
D
S2

MDS1

D30_Seminal_Tip

D30_Seminal_Base

D30_Nodal_Tip

D30_Nodal_Base

D44_Seminal_Tip

D44_Seminal_Base

D44_Nodal_Tip

D44_Nodal_Base

A. Bacteria B. Fungi


