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*Conservation of AdiC Trp293 in Can1 (Trp177) is visible only when the 3D structures of Can1 and AdiC are superimposed.
§In the sequence alignment Tyr96 (GadC) is shifted by one residue relative to Tyr93 (AdiC). The examination of the structures points to the possibility of the Tyr96 (GadC) sidechain to make interactions similar to Tyr93 (AdiC) sidechain.

