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S3 Fig: Amino acid sequence alignment of CYP79F1s showing different conserved motifs from the analysed Brassicaceae species: A. thaliana (At1g16400 and At1g16410), B. rapa (Bra026058), B. oleracea (Bol038222), B. napus A genome (GSBRNA2T00057963001 and GSBRNA2T00057964001), B. napus C genome (GSBRNA2T00054164001), B. nigra (BniB.CYP79F1) and B. juncea cv. Varuna (BjuB.CYP79F1 V). ClustalW alignment was performed using MegAlign software package of DNASTAR Inc.
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