Obtaining the predicted miRNAs targets

The predicted targets of 402 miRNAs were obtained from TargetScan (version 6.2, Jun 2012) [1], miRDB (version 5.0, Aug 2014) [2] and TargetMiner (May 2012) [3]. To increase the reliability of the results, the regulatory associations between miRNAs and targets appeared in at least two databases were retained in our study. In total, we obtained 125,582 targeting pairs that involved 397 miRNAs and 10,260 target genes.
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