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Genotyping information
Allele or repeat sizes for the 5HTTLPR ranged from 14R to 22R, with the most common being 14 or “short” and 16 or “long” repeat units. The 18R, 19R, 20R, and 22R are considered “extra-long” alleles and were binned with the long (16R) alleles. 5HTTLPR genotypes were coded as 0, 1, and 2 with higher numbers representing a greater number of long alleles. 
	For snp rs25331 the resulting functional variants of the L allele have been classified as La and Lg [1] and the 5HTTLPR tri-allelic locus with alleles S, La, and Lg. Allele frequencies were 42.2%, 47.6% and 10.2%, respectively. Following a previous report (2) we combined the resulting six two-locus genotypes into five two-locus genotypes: SS, SLg, SLa, LgLa, and LaLa. The genotype frequencies for these five genotypes were: 20.9%, 7.7%, 38.3%, 10.0% and 23.2%, respectively. The LgLg genotype frequency was 1.3% and was combined with the SS genotype (1, 3). For the purpose of our analyses we created a 5HTTLPR genotype with three levels: (1) SS + SLg (referred to as s/s genotype), (2) Sla + LaLg (s/l genotype), and (3) LaLa (l/l genotype). 
Polymerase chain reactions (PCR) contained two µl of DNA (20 ng or less), 1x Buffer II (ABI, Applied Biosystems, Foster City, CA), 1.8 mM MgCl2, 180 µM each deoxynucleotide (dNTP, NEB), with 7'-deaza-2'-deoxyGTP (deaza-GTP, Roche Applied Science, Indianapolis, IN) substituted for one-half of the dGTP, forward (fluorescently labeled) and reverse primers (concentrations in Table 1) and one unit of AmpliTaq Gold® polymerase (ABI) in a total volume of 20 µl. Forward and reverse primer sequences were: NED-ATG CCA GCA CCT AAC CCC TAA TGT (concentration: 600 nM) and GGA CCG CAA GGT GGG CGG GA (concentraten: 600 nM), respectively. Amplifications were performed using a modified (4) touchdown PCR method (5).  A 95°C incubation for 10 min was followed by two cycles of 95°C for 30 s, 65°C for 30 s, and 72°C for 60 s. The annealing temperature was decreased every two cycles from 65°C to 57°C in 2°C increments (10 cycles total), followed by 30 cycles of 95°C for 30 s, 55°C for 30 s, and 72°C for 60 s and a final 30-min incubation at 72°C and a hold at 4°C. 
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