S2 File. The gene model for RCWRKY06. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5* UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

sequences misannotated as the second intron are boxed.

1 aataatccttttattattattatttttctcttcttctattaaccttccttaaattcattt
1 MASFTTSSSSSSSCSTLNT
61 cttttcATGGCATCCTTTACTACTTCTTCTTCTTCTTCTTCTTCTTGTAGCTTAAATACT
9SS 1T NS Q S SFFSTQFILMTNPS S
121 TCTATAAATTCTCAATCCTCCTTTTTCTCAACGCAGTTCCTCATGACTAATCCTTCTTCT
39S S L SSFTDULILSSGNTINSIKTDN
181 TCTTCATTATCTTCTTTCACTGATCTTCTTTCTTCTGGTAATATTAATTCTAAGGACAAT
59N M DNTITNVGWGLFDHGNGTIDTI
241 AATATGGACAATATTAATGTTGGCTGGGGACTTTTTGACCATGGCAATGGTATTGATATT
9 K F X S FpPPPSLPLSU®PPPVSTP
301 CCAAAATTTAAGTCATTTCCTCCTCCTTCTTTACCTCTTTCTCCTCCTCCTGTTTCTCCT
9SS S YF AT PPAGLSU®PTDTFTLTDSP
361 TCTTCTTATTTTGCTATTCCTCCTGCTGGTTTAAGCCCAACTGACTTCTTGGATTCACCT
1mM9v L F S T S N
421 GTTCTTTTTTCCACTTCTAATgtaagttgcattgtattttactcctgggttttagatttt
481 aacttgttttcacatgttcttgttactaaatatctatttgtttgtttgtttgtttgttte
126 vvPpPSPTTSGTT FAGA QTFNWR
541 tttcagGTTGTTCCATCTCCAACTACTGGGACTTTTGCTGGTCAAACTTTCAACTGGAGG
144S NI S NDNQRGFKGDEZ KTYSD
601 AGTAATATTTCCAACGATAATCAGAGAGGTTTTAAAGGGGATGAGAAAACCTACTCTGAT
4F S FQ TQTIRPILILASSSSSS S L
661 TTTTCTTTCCAAACCCAAACAAGGCCTCTTCTTGCTTCTTCTTCTTCGTCTTCATCATTA
184S S S T F QS S S ST TS G
721 TCATCCTCTATCTTTCAATCTTCTTCAAGCATCATTTCTGGthatgatttatgattcaa
781 cagacatcattctgtttcctgtatatactttacttaatttgggtgtttaattgtttatte
841 cttcttttaaggccaattgtatataaaagaaatgectcttacctttttgtetttatgattt
901 tgaccctgtttagttgcaaactttgaggtaatgaagtaaagtgctaactgcaaatcattg

961 caggtcgactagaaatgaagtccacatgtttgetttaggacaaacccgtcectggataaate
1021 aaatataaaaagatactttcttgtttaacatccaaataattttcttgaaaaagaatacaa
1081 gaatcaagagagggagacaagtttcttcgtctttttatcatgectgtgatgagttggggte
1141 actgatactagtttaaagggttgagataataaattcgaactcaaaaggagccaaattgta
1201 ttacaaagaaaagaaaaaacttctaccaaaaagaattgtataaaagaagcaaaaaatata
1261 tgtaaatcttttctacagatatagtgatgaaaagcaatatgctatctatgtctataattce
1321 attcaattgcatcctagtttgtttttgaatttgttcttgetaacctecctttecattegac

198 D E S MK KQQEAWNTFIKI KPTITIKQA
1381 aQGATGAATCGATGAAAAAGCAACAAGAAGCCTGGAATTTTAAGAAACCCATAAAGCAAG

28 Db R PSEKGVYVKQETFTUPVQSF S
1441 |CGGATAGACCGTCAGAGAAAGGAGTAGTAAAGCAAGAATTTACACCAGTGCAGAGTTTCT
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S EMAPLQSSMQTNAVAPQPAQ
CTTCAGAAATGGCTCCACTTCAGTCAAGCATGCAAACTAATGCGGTTGCTCCTCAACCTC
PSYNHYSQPASYMRETZ QRTR RS STD
AACCGAGTTACAATCATTACAGTCAACCAGCTTCATATATGAGAGAACAGAGAAGGTCAG
DGYNWRIEKYGQ K QVKGSENPR
ATGATGGGTACAATTGGAGAAAATATGGACAGAAACAGGTAAAAGGAAGTGAAAATCCGC
S YYKCTYU&PNTCPTZKTZ KT KV VERSL
GTAGCTATTACAAGTGTACTTATCCAAATTGCCCAACAAAGAAAAAGGTTGAGAGATCTT
D GQ I TETVY KU GS SHNUHZPTIEKPQA
TGGATGGACAGATTACGGAAATAGTCTATAAAGGGAGTCATAATCATCCCAAGCCTCAGG
RS SSQLTQULAAGGT QETSDAQ
CTAGATCATCCTCCCAATTGATTCAACTTGCTGCAGGAGGCACTCAAGAAATCTCAGATC
S FAPVESVTMAQETDS S SLZSTIGD
AATCTTTTGCTCCAGTGGAATCTGTCACCATGCAGGAGGACTCTTCACTTTCGATTGGAG
bDEFDQSS©PTITSNSGOGNETDENE
ACGATGAATTTGATCAAAGTTCGCCAATTAGTAATTCAGGGGGAAACGAAGATGAAAATG
P E A K R F
AACCTGAAGCTAAGAGATTgtaagttgaaaaaagatcacaagactgatgattatgettta
K G Q
tgttctgtatctggattatgaatttaatagtaatctttcatggetttacagCAAGGGACA
NENESTLAAGS RTVREPRTIYV
GAATGAGAATGAGAGTATTTTGGCCGCTGGTAGCAGGACTGTTAGAGAACCAAGAATTGT
veQTTSDTIDTITLDDG GYZRWRI KYG
GGTGCAAACTACAAGTGATATTGACATACTTGACGATGGGTATAGGTGGAGGAAATATGG
Q K vV KGNZPNPR
ACAGAAAGTAGTCAAGGGAAATCCCAATCCAAGgtaaattagtgatgatattcgatttet
tgctgttteccttgtttgcaagaagtttgtttcatggatttataattgttgcaaatectttt
S YY K CTJ STSGT CUPVRIKHV
attctctacagGAGCTACTACAAGTGTACATCTATCGGTTGTCCGGTTCGGAAACATGTT
ERASHDT RAVITTYESGI KHNH
GAACGGGCATCGCATGATACAAGGGCTGTGATCACCACTTATGAAGGGAAGCACAACCAT
DV PAARGS GYASNR RTLPVNAN
GATGTTCCAGCTGCTCGTGGCAGCGGCTATGCTTCCAATAGACTTCCAGTCAATGCTAAC
S SMPTIPTITURPSVTANTNYSNS
AGCAGTATGCCGATTCCTATAAGGCCCTCGGTCACAGCCAACACAAATTACTCAAATTCC
L NSTURSSGNQAPZFTULAGQMLAQG
CTTAACAGCACAAGATCATCAGGAAATCAAGCACCATTCACCCTGCAAATGTTGCAGGGT
T G NITGFSNFGK?PSASYMNA QT
ACAGGGAATATTGGATTCTCAAATTTTGGAAAGCCAAGTGCATCCTACATGAATCAAACA
Q YTENVFSGAZKEEUPZKTDTDSF L
CAGTACACAGAAAATGTGTTCTCAGGGGCAAAGGAAGAGCCAAAGGATGACTCATTTCTC
DS F L C %
GACTCATTCCTATGCTGAaacgactaactccaaagtagcagttaggattcagggaaaatt
tgttgtggtagatttgcttgtaatagtgtaatgtaggttatagttgcaattttttcattt
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gttttgaggeccttttgaagectctatagattaggectcaatttattacagtacagaataat
tcaacagaaatacaatgaacacttttcttagcaatctcatttgagtctgtagaagttaaa
agaagttcctaaaatcattttcttttectettatecttctagattgataataggacttceta
caaagcatttttctttctgatacgacaaaacatctaaatacaggaaacagaagaggatct
tgtttgcatcactctgtattgaagacaagtatttacttacattgaagttaatagtttatt
aattagcaatcaacacttaaaagaatctgaaaccaaaacaagccttggaattaaacataa
gattgagtagataacttgtatcctgaaataagagccgatacagecgacacaaaaaatgea
aagaatgccatgctaatggatgctgeggaggagtctgtaaatatgttatctgeaccettet
cgcatcctgtttgtcataggaactgectgtagaagectgaggatatcaacaaataggataga
agctgcaaccaaacccacaaaaaataatacaacaggaaagtaaatcaataaggcatatta
tcttaaatttcaatttaactcatcatctgttaacagtatgcaataactcaaaagaatgtg
atggtaaggatggaaatttttcagtgcatcctatatatgatataaaactgactcctaaga
aatagcttttatgaatgaatcccatattgaatattctaattcattctggaattcttttta
tatccttaaaaggattggtttctatgagaaataagtcatggttcaaaattgggtceccatgt
gcatgctgacacatagatgctctagaagcaaaaggaagtgggaagaacatgaggetaggg
catatcaagtcatatggctcacgcaaattgtcaagtcaaaccagagacgtttcctatgtt
tttcacgacagtatcatttctagaaagtgttaattgectttttctccaagaacagaaagga
tttttctcattgttcaatcaaggaatctccaattccaggetctagaaaaccactaatgge
acttgaatatttgcactctttttctcatccttcaaaatcaaacactttaatcattgaatt
tcacagaaaacctcacatattaatcattttatagataaaactagtacttacttttttect
accggtcccagatatacatatatattgttttcaaacatacatttaatttgagaaagggtg
tgaagtactgatatttataaactgceccggaccaatatttttgttactgaaataaaaagat
ggcattgacattttttgattaagcgaattcccaaggttccatgttagttaatatcaatgt
cttctaaattaaaattgcagcaatgaagaattactagactgtctaactaaaaaaagatca
tcttttatattaaagaaaatggaaacgaatcaataatatttcatgaccattcaagtgcca
atcaataaaagtttaatcctttatcttattccaccaattcctcagcaacgtaacagaaag
tttaaaaaaaaaaaaaaaaaagaaagaaagagaaggaaaaagaacaaaagaaggttataa
taaaagaaagaagtctagcctgatcaccaaagaaatctaacatagcagaagtcetgteget
gaaaaataagttttcctgtagaaagctcatgaacatttcgcagecacttgtectceccagagt
acaaagtcgaaagtattgatattgccaacaagtacctacacccaaatccatcaataaatce
catattcaatcttacagaaaagaaaaatcttgatttgtataatcagacatgaactgacct
gtactcttcatatctatcaaagtttttccaatccccatgtttattactagecatgataat

aaaagcaagcaaagagaacaaaa



