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CHK32f CTAAGTTCCGCTCTCCCTTC This work

CHK33r CTTAAGATGGGATTCGAACCAC This work

CHK01f AACTCACCTTTGTTGTTGGACA Dufault 2004

CHK02r CAGAACCTTCCACCTGGTAATAC This work

CHEK11f TCAACAGCCCTCTGATGCATG This work

CHEK15r ACGCCCAGCAACTTACTCATC This work

CHK05f ATCAGTGATCGCCTCTTGTG Dufault 2004

CHK06r CAACACCCTGTCTCACAAAGA Dufault 2004

CHK07f TCACTGTGTCCTCTGCAAAC Dufault 2004

CHK08r TTGGGAAGTTATGAAGACGTGTTA Dufault 2004

CHK09f CTCAGGCAGCCTTGAGTCAAC Modified Dufault 2004

CHK10r CCACCACACCTGGCCAATATTATC Modified Dufault 2004

CHK11f CTTGTGGTTTTCCTCTTGGGA Modified Dufault 2004

CHK12r GATGAGAAAGGCAAGCCTACA Dufault 2004

CHK13f ATTGTCTTCTGTCCAAGTGCG Modified Dufault 2004

CHK14r CTCTTCTGAGTTTTAATCCACGGTC This work

CHK15f AAGTATCTACTGCATGAATCTGAG Modified Dufault 2004

CHK16r ATTCGAATCTGGATAAGAGCAG Modified Dufault 2004

CHK27f CGACGGCCAGTCTCAAGAAGAGGACTGTCTT Dufault 2004

CHK29r GCTATGACCATGCACAAAGCCCAGGTTCCATC Dufault 2004

CHEK05f TGGCAAGTTCAACATTATTCCC Offit 2003

CHEK04r ATTTGTGACTTCATCTAATCACCTCC Offit 2003

CHK19f TGAGAATGCCACTTGATTTCTTT Dufault 2004

CHK20r GCACATACACATTTTAGCATACCA Dufault 2004

CHK21f TTTATCCTTTTCACTGTGATTTGC Dufault 2004

CHK22r CATGTCTCTCAGGCAGCAG Dufault 2004

CHK23f GGAGTTTATTATCCTTCAGACACAGC Dufault 2004

CHK24r AGCTCCTTAAGCCCAGACTACAT Dufault 2004

CHK30f CACTTTACTGGAAGCATATTGAGG This work

CHK26r CATCAGTGACTGTGAAAAAGCAA Dufault 2004

Legend:
1

Dufaul 2004: Dufault et al. Int J Cancer 2004;110(3):320-5

Offit 2003: Offit et al. BMC Med Genet 2003;4:1
2

Expand: Expand Long Template PCR System (Roche)

Gold: AmpliTaq Gold (Life Technologies)
3

Cycle A: 95°C 10 min; 15 cycles (95°C 30 s, 62°C - 0.5°C/cycle 30 s, 72°C 50 s) + 25 cycles (95°C 30 s, 55°C 30 s, 72°C 50 s); 72°C 10 min; 95°C 10 min, 60°C 5 min, 50°C 5 min

Cycle B: 94°C 2 min; 10 cycles (94°C 10 s, 61°C 30 s, 68°C 8 min) + 21 cycles (94°C 10 s, 61°C 30 s, 68°C 8 min + 20 s/cycle); 68°C 7 min

Cycle C: 95°C 10 min; 40 cycles (95°C 30 s, 54-56°C 30 s, 72°C 50 s); 72°C 10 min; 95°C 10 min, 60°C 5 min, 50°C 5 min

PCR reaction DHPLC
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S1 Table. Conditions for PCR amplification of CHEK2 coding sequence and following DHPLC analysis
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