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Novel Introns in the 5' UTR

Chromosome Strand Start End Length Read support Anchor —Slack 1 Anchor-Slack2 Gene PCR
Xl - 464709 465069 361 96 98 97 YLR154C-G

Xl - 4795 4999 205 89 94 99 YML133C

Xl + 1072192 1072397 206 76 90 96 YLR467W D
IX + 246216 246553 338 74 97 91 YILO60OW

XV - 282745 282804 60 65 91 52 YNL194C

v + 1526005 1526210 206 62 90 96 YDR545W  C
XV + 1085157 1085362 206 62 90 96 YOR396W

Il - 5120 5335 216 50 94 91YBL111C E
Il + 691967 692133 167 43 43 92 YBR237W

Xl + 610808 611036 229 41 66 98 YMR175W

Vi + 557497 557712 216 37 90 90 YHR218W

Xl - 4919 5123 205 35 92 99 YLLO67C

IX - 6258 6468 211 30 92 99VIL177C

Xl - 10454 10658 205 29 92 99 YLLO66C

\% - 5824 6010 187 28 92 99 YELO75C

Vi - 4652 4857 206 27 96 34 YHLO49C

Xl + 64132 64359 228 25 58 93 YLLO37W

Vi + 383486 383565 80 22 70 96 YGLO63W G
\ - 3957 4167 211 20 95 64 YFL064C B
X - 6241 6451 211 20 92 76 YJL225C

Xl - 464319 464550 232 17 100 100 YLR154C-G

1} + 407024 407118 95 17 24 99 YBRO83W

Xl - 4939 5123 185 12 83 67 YLLO67C

\ii + 548712 548825 114 12 92 -45 YHR215W

Xl - 465652 465715 64 8 100 86 YLR154C-G

IX - 6278 6468 191 8 85 99VIL177C

\ - 5844 6010 167 8 85 99 YELO75C

Xl - 4815 4999 185 8 83 99 YML133C

Il + 691967 692125 159 8 24 91 YBR237W

\ii - 103618 103856 239 6 93 68 YHL0O02C-A

Xl + 1065659 1065845 187 5 90 14 YLR462W

v + 1063188 1063340 153 5 64 92 YDR301W

Vi + 383486 383580 95 4 71 96 YGLOG3W

\4 + 437938 438393 456 3 90 11 YGLO30OW

Il + 342699 342806 108 2 35 100 YBR054W

XV - 18291 18826 536 2 69 95YOL159C

3" alternative splice site, non-disruptive to reading frame

Chromosome Strand Start End Length length difference tcRead support Anchor —Slack 1 Anchor-Slack2 Gene

Xl + 155272 155636 365 18 86 97 87 YKL157W
v + 652781 653526 746 3 81 87 94 YDR0O9SW
Xl + 732466 733034 569 159 39 92 96 YMR230W
\ii - 498708 498786 79 12 35 88 93 YHR199C-A
Il + 393181 393507 327 3 28 88 96 YBRO78W
Il + 653369 653524 156 72 16 87 86 YBR215W
Il - 186266 186427 162 87 14 70 79 YBL0O18C
VIl + 126552 127343 792 231 9 53 94 YHRO10W
XVI + 173666 174081 416 9 9 78 95 YPL198W
v + 122078 122194 117 18 6 71 83 YDL189W
XV + 867150 867589 440 3 6 65 90 YOR293W
Vi - 787784 788178 395 3 5 91 31YGR148C
Xl + 744154 744239 86 48 5 79 66 YLR306W
VIl + 251156 251458 303 210 5 79 69 YHRO76W
XV + 867150 867745 596 159 5 67 96 YOR293W A
Vi + 62132 62183 52 6 4 48 49 YGL232W
Xl + 987142 987221 80 9 3 65 73 YLR426W
v + 652781 653562 782 39 3 73 70 YDR0O99W
v + 652781 653490 710 33 3 58 57 YDR0O99W
Xl + 732466 732911 446 36 3 55 45 YMR230W
Il - 679928 680039 112 15 3 93 23 YBR230C
Il + 604515 604930 416 3 3 37 75 YBR189W
XV + 867150 867622 473 36 3 77 36 YOR293W
\| - 64588 64920 333 12 3 52 34 YFLO34C-A
VI - 64354 64920 567 246 3 82 27 YFLO34C-A
Xl + 987142 987233 92 21 2 43 59 YLR426W
IX - 4607 4986 380 81 2 93 62VYIL177C

v - 1319748 1319816 69 27 2 52 36 YDR424C
v + 1103810 1104732 923 840 2 45 53 YDR318W
v + 399362 400141 780 657 2 28 28 YDL0O29W
v + 122078 122167 90 9 2 33 54 YDL189W
\% + 131777 131902 126 3 2 44 63 YELO12W
Xl - 140079 140183 105 12 2 73 28 YML0O67C
1] - 101643 101700 58 9 2 67 95YCL012C

1} + 462430 462559 130 60 2 49 61YBR111W-A
VI - 64357 64920 564 243 2 38 40 YFLO34C-A
Vi - 497893 497999 107 45 1 67 31YGRO01C
Vi - 497339 497458 120 27 1 66 35YGRO001C
Vi - 72968 73137 170 21 1 30 68 YGL226C-A
IX - 99069 99385 317 27 1 44 22VYIL133C

Xl + 551681 552053 373 51 1 29 71 YKRO57W
Xl + 786616 786701 86 18 1 50 42 YLR329W
Xl + 166400 166535 136 48 1 24 63 YKL150W
v - 1319609 1319697 89 9 1 65 11 YDR424C
v + 1103810 1103907 98 15 1 47 43 YDR318W
v + 652781 653640 860 117 1 43 42 YDR0O99W
v + 629906 630056 151 117 1 42 55 YDR0O92W
v + 629906 630041 136 132 1 37 60 YDR092W
v + 337525 337880 356 246 1 66 31YDL064W
v + 322283 322724 442 21 1 50 51YDLO75W
v + 122078 122206 129 30 1 50 43 YDL189W
Xl + 242322 242992 671 312 1 24 72 YLR048W
\ - 269788 270148 361 36 1 58 42 YERO56C-A
\% + 548553 548632 80 12 1 44 51 YER179W
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3' alternative splice site, disruptive to reading frame
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46YJL024C
26YJL205C
53YJLOOTW
22YJLOOTW
76 YJL177W
44 YMR225C
29 YMLO73C
65 YHR101C
35YBLO59C-A
36 YBL087C
60 YBR215W
47 YBRO78W
64 YBLO50W
36 YPLO79W

Anchor —Slack2 Gene

98 YLR367W
92 YBLO26W
98YJL130C
87 YPL230W
95YDL115C
45 YERO56C-A
99 YKL186C
76 YNL147W
68 YCL002C
96 YGR296W
99 YNL339C
99 YPL283C
67 YDR450W
98 YELO76C-A
73 YFLO34C-A
75YALOO1C
85YCLO12C
79 YGL232W
86 YLR406C
77 YLR093C
97 YDR139C
69 YHRO76W
98 YGR214W
92 YDL189W
81 YMRO79W
57 YGR118W
54YIL133C
97 YDL115C
71YBL040C
40 YGL226C-A
97 YIL156W-B
97 YKRO57W
73 YKL157W
81 YLRO48W
89 YPR202W
71 YKL150W
98 YDR450W
83 YDRO64W
69 YMR201C
61YML026C
84 YHRO16C
66 YBR111W-A
56 YLR426W
98 YKRO57W
44 YKL180W
84 YKL190W
98 YDR471W
76 YDR381W
75 YDRO99W
85 YLR048W
63 YNLO38W
89 YNL246W
37 YELO12W
36 YJL136C
41YML026C
69 YCLO12C
85 YCRO97W
30 YHR203C
52 YHR097C
56 YPR098C
75 YFLO39C
95 YGR001C
37YGL183C
63 YGR296W
38 YGR118W
54 YKRO95W-A
86 YDR318W
72YDL136W
43 YNL339C
26 YJL205C
36 YMR201C
28 YML067C
42 YMR230W
51YBR255C-A
57 YBLO18C
48 YBL040C
74 YBR215W
32YBL0O26W
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1401801
652781
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211445
148110
251156
126552
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240935
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412257
218647
173666

Novel Introns spanning a stop codon

Chromosome
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Novel Introns (preserving reading frame)
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97
97
97
44
88
67
55
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39
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44
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Anchor - Slack 1
98
88
94
91
85
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95

Anchor - Slack 1
58
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25YBLO50W
87 YOR096W
31YPLO31C
48 YPL090C
43YPL283C
58 YPR132W
86 YPL175W
55YLR316C
35YLR199C
37 YLR199C
37 YLR464W
22 YGR148C
33 YGRO01C
26 YGLO76C
51 YLR426W
38 YLR426W
27 YGR118W
20 YGR029W
33 YGR029W
32 YGR029W
56 YIL177C
16 YKLOO2W
40 YKL002W
35 YKLOO2W
30 YDR424C
56 YDR305C
43 YDR129C
58 YDROO5C
28 YDL083C
43YDL115C
51YDR471W
77 YDRO99W
48 YDL189W
22 YNL302C
56 YLR048W
73 YNLOO4W
27 YER093C-A
56 YELO76C-A
75YJL177W
63 YMR201C
21YMR201C
54 YMR201C
27 YMLO56C
75 YMRO79W
50 YMLO34W
42 YHR021C
46 YHRO76W
76 YHRO10W
37YBLO87C
36 YBL0O87C
16 YBR111W-A
27 YBLO26W
49YOL048C
41YOL048C
19 YOR293W
27 YOR096W
25 YPR098C
24 YPR132W
46 YPLO75W
26 YPL175W
48 YPL198W

Anchor -Slack2 Gene

99 YBR101C
97 YMR147W
87 YGLO33W
33 YPL250W-A
29 YGLOO5C
59YDL083C
97 YLR441C
41YDR348C
61YDL246C
28 YDLOS1W
24 YNLOOSW
31YNLO16W
33YJL155C
40 YPR196W
42 YPR196W

Anchor -Slack2 Gene

90 YGR192C
96 YGL136C
92 YFLO14W
72 YKL117W
92 YDRO77W
68 YHL034C
92YGLO31C
91 YFRO31C-A

Anchor -Slack2 Gene

98 YGLO30W
98 YGLO30W
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90 YLR467W
90 YOR396W
90 YDR545W

Anchor -Slack2 Gene

41YFR032C-A
84 YGR027C
95 YMLO34W
97 YJL191W
92 YLR367W
87 YBLO26W
93 YFLO34C-A
96 YGLO30W
37 YGLO76C
93 YPLO75W
61YOL121C
70YILO18W
54 YLR367W
74 YLROG1W
86 YPL175W
28 YILO18W
69 YHRO10W
72 YKR094C
94 YNL162W
84YJIL177W
92 YPR132W
24 YLR287C-A
95 YGR034W
31YIL177C
34YDL125C
86 YDLO64W
89 YDLO82W
80 YNLO38W
74 YERO74W-A
57 YHR021C
84 YBR048W
94 YBLO27W
51YPL109C
44 YPR132W
34 YPLO75W
52 YPLO79W
75YGRO001C
74 YGR296W
33YGL103W
17 YIL052C

59 YKL186C
53YDLO61C
22 YDRO9SYW
15 YNLO50C
27 YNLO69C
27 YNL339C
91 YER093C-A
27 YJRO21C
47 YMR201C
31YML067C
65YCLO12C
30 YHRO021C
74 YHRO021C
50 YBLO27W
27 YPL283C
50 YPR132W
49 YPLO79W
54 YLR287C-A



