
S1 Table. Enzymes involved in coenzyme Q pool redox reactions identified in the Acropora digitifera 

genome
a
, the Acropora millepora transcriptome

b
 and the EST sequences deposited at GenBank

c
. 

 

Homologue proteins and gene sequences were identified using BLAST searches (http://ncbi.nlm.nih.gov; 

http://marinegenomics.oist.jp) and the A. digitifera annotation available at Zoophyte 

(http://bioserv7.bioinfo.pbf.hr/Zoophyte/index.jsp). E-values are for the top annotated BLAST hit to the SwissProt 

database. Not listed are the subunits of the main enzyme complexes in the respiratory chain (complexes I-II-II). 
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