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Table S1. Retinoic Acid Response Elements (RAREs) found 30000bp upstream and 1000bp
downstream from the initial transcription site in both DNA strands for ALDH1A3 and FOXN1
genes in humans, and Aldh1a3 and Foxn1 genes in mice. Relative positions are given from

the initial transcription site of each gene.

Gene RARE pattern Rele.lt.lve Strand | Score | In(P-value) < CutOff
Position
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Mouse

5'-(A/G)G(G/T)(G/T)(G/C)A-NNNNN-(A/G)G(G/T)(GIT)(G/C)A-3" _'214%% * |1069| -11.00 <-0.489
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