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Table S5. Concentrations of free ternary complexes in E. coli for four different specific
growth rates, assuming a 2-1-2 pathway of tRNA release from the E site.
All concentrations in [pM].

Specific growth rate [h™!] Specific growth rate [h™!]
0.7 1.07 1.6 2.5 0.7 1.07 1.6 2.5

AlalB 570 7.89 877 9381 Leub 269 328 286 241
Ala2 0.83 1.15 1.68 1.65 Lys 2.62 3.056 246 1.88
Arg2 9.74 10.57 16.20 16.77 Met m 1.03 1.38 1.90 1.86
Arg3 227 124 1.94  1.49 Phe 1.24  2.03 1.70 1.26
Argd 2.09 234 287 254 Prol 1.10 2.07 1.11  0.95
Argh 1.43 145  2.20 1.58 Pro2 1.86 1.71 3.10 2.26

Asn 1.28 1.84 257 274 Pro3 0.62 1.00 0.77 0.58
Aspl 414 451 642  8.60 Sec 0.79 088 095 0.92
Cys 3.88 422 565 498 Serl 3.95 396 489 437

Glnl 1.87 273 217  2.68 Ser2 0.89 1.01 1.17  1.16
Gln2 1.08 1.53 231 274 Ser3 3.08 328 3.82 3.01
Glu2 9.85 10.87 1546 19.27 Serb 144 1.65 1.95 1.82
Glyl 252 273 3.8 351 Thrl 0.17 024 021 0.28
Gly2 3.63 395 5.62 470 Thr2 1.62 1.73 219 232
Gly3 9.33 10.76 11.53 15.38 Thr3 1.55 1.73 1.85 231

His 0.64 1.12 1.29 1.91 Thr4 1.94 205 3.06 3.73
ITlel 6.66 793 11.19 15.38 Trp 2.00 256 3.11 3.64
Ile2 0.46 052 075 0.83 Tyrl 1.56 1.80 3.14  2.82

Leul 10.35 12.03 14.68 14.77 Tyr2 249 250 356  3.39
Leu2 246 3.04 346  3.42 Vall 724 6.46 11.62 11.69
Leu3 1.64 1.80 2.12 1.99 Val2 2.78 326 409 435
Leud 548  6.06 831 7.60




