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S7 Figure. Structure based alignment of Wildcat Gp80 protein. Flat figure representation of
Wildcat Gp80 alignment using ESPript 3.0.with PDB entry 3BHO: A (Bacillus phage G40P
ATPase core). E.coli DnaB helicase, Helicobacter pylori DnaB and D29 Gp65 were also

included. Secondary structure elements are presented on top.



