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	Molecular function
	　GO id
	EC-SNU1
	　
	EC-SNU2
	　
	EC-SNU3
	　

	GO term
	
	No. of contigs
	Percent
	No. of contigs
	Percent
	No. of contigs
	Percent

	Binding 
	GO:0005488
	931
	5.45
	1014
	5.94
	1010
	6.00

	Carbohydrate binding 
	GO:0030246
	89
	0.52
	100
	0.59
	90
	0.54

	Catalytic activity 
	GO:0003824
	1849
	10.83
	1901
	11.14
	1839
	10.93

	Chromatin binding 
	GO:0003682
	32
	0.19
	26
	0.15
	35
	0.21

	DNA binding 
	GO:0003677
	1510
	8.85
	1468
	8.60
	1347
	8.01

	Enzyme regulator activity 
	GO:0030234
	119
	0.70
	116
	0.68
	115
	0.68

	Hydrolase activity 
	GO:0016787
	1487
	8.71
	1475
	8.64
	1429
	8.5

	Kinase activity 
	GO:0016301
	813
	4.76
	730
	4.28
	788
	4.68

	Lipid binding 
	GO:0006630
	131
	0.77
	109
	0.64
	123
	0.73

	Molecular_function 
	GO:0008369
	2971
	17.41
	3155
	18.48
	2894
	17.21

	Motor activity 
	GO:0003774
	47
	0.28
	38
	0.22
	36
	0.21

	Nuclease activity 
	GO:0004518
	113
	0.66
	120
	0.70
	106
	0.63

	Nucleic acid binding 
	GO:0003676
	414
	2.43
	475
	2.78
	460
	2.73

	Nucleotide binding 
	GO:0000166
	1300
	7.62
	1112
	6.52
	1221
	7.26

	Oxygen binding 
	GO:0019825
	69
	0.40
	79
	0.46
	78
	0.46

	Protein binding 
	GO:0005515
	1802
	10.56
	1742
	10.21
	1821
	10.83

	Receptor activity 
	GO:0004872
	76
	0.45
	53
	0.31
	69
	0.41

	Receptor binding 
	GO:0005102
	29
	0.17
	25
	0.15
	32
	0.19

	RNA binding 
	GO:0003723
	367
	2.15
	376
	2.20
	400
	2.38

	DNA binding transcription factor activity 
	GO:0003700
	748
	4.38
	700
	4.10
	646
	3.84

	Signal transducer activity 
	GO:0004871
	141
	0.83
	87
	0.51
	118
	0.7

	Structural molecule activity 
	GO:0005198
	329
	1.93
	365
	2.14
	365
	2.17

	Transferase activity 
	GO:0016740
	901
	5.28
	987
	5.78
	934
	5.55

	Translation factor activity, nucleic acid binding 
	GO:0008135
	75
	0.44
	95
	0.56
	87
	0.52

	Translation regulator activity 
	GO:0045182
	6
	0.04
	4
	0.02
	7
	0.04

	Transporter activity 
	GO:0005215
	719
	4.21
	716
	4.19
	770
	4.58
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