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KGKSDGDATNEALVGES SHHWPGVQSHPPNSKVSATALKGHTGKSAASALDTITDGLVRS
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EGETDDDAEGEEPVGDGCRRWPSAQRHRPNSKMSVTGFKGHTGKAVASSLDTDNNDLVCS
EGKTDDDAEDEEPAGNGS SHWPSAQRHGPDSKMSVTGLNGHTRQSVARTLDTNNNDLVRS
EGEIDDNAEDEEPAGDGSSHWPSAQRHGLNSKMSVTGFKSHTRKSVASAQDTSNNDLVRS
EGEIDDNAEDEVPAGDGS SHWPSAQRHGLNSKMSVTGFKSHTRKSVASAQDTSNNDLVRS
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KAAENEVKVMLPGSENFALAHGGDNVYNAR
RAAENVVKMMLPGRDNFALAHGGNNVYNAR
RGSSSPPLSHSAQRPAVVAAVPDGSFYDAR
RGPSSSPLSHADQSATVVTTVPDGGFYDAR
RGPSSSPLSHAGQGVAAVAIMPDGGFYDAR
RGPSSSPLSHADQRVAGVATVPDGGFYDAR
RGPSSSPLSHAGHSVAAVATVPDGGFYDAR
RGPSSSPLSHAGHSVAAVATVPDGGFYDAR

[ENALENLVCMGRDLGLENTLEFD-NNNTCV
ENAIDNLVCMGRDLGLENTLEFD-NNNTCV
ENAEENLRRLGEDLGLRDGLQFD-ESDTCV
ENAEENLRRLGDDLGLREKLQFD-DSNTCI
ENAEENLRRLGDDLGLRDRLQFD-DSNTCV
ENAEENLRRLGDDLGLGDGLQFD-DSNTCV
ENAEENLRRLGDDLGLRDGLQFD-DSNTCV
ENAEENLRRLGDDLGLRDGLQFD-DSNTCV

---------------------- GPVLVDL
______________________ GPVLVDL
—————————————————————— RSIDVDG
---------------------- NSSDLDG
______________________ ESSDLDG
______________________ ESSDLDG
______________________ ESSDLDG

______________________ DLTSIEV.
______________________ DLTSIEV.

------ QRLLEQGTTITQQTRQRQPAMNV.
—————— KRLLEQGTMITQQTRQLOPTMNIS
—————— QKLLEQGTTITQQTRQRQPAMNVA
ESLHTLELAESHHARIPLHQRQHGGGTSIL

ONAKSNLQELGEELGV--SLQFD-MNLTCV
ONAKSNLQELSEELGV--SLQFD-MNLTCV
QVAKESLNMLSQKLQV--SLYFD-KNLTCV
QVAKQSLKILAQKLGV--SLQFD-KNLTCV
QVAKESLKILAQKLGV--SLQOFD-KNLTCV
QVAKESLKILAQKLGV--SLQFD-KNLTCV
QVAKESLKILAQKLGV--SLQFD-KNLTCV
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EKVEKSLKQLSLELNL-PQLHLD-DNDTCV
ELAQTALEYLTQAFESAFRLELEPDNDTCV

RIDHPFAPAASPHARIPLHQRQHGGSSSIOGLAEAALECLAQTFESAAPLKLDPDNDTCV

EASHPFAPAGPRHTRIPQDQPQHGGSASID
EASHPFAPAASRHARIPLQQRQHGCSANIL
EANHPFAPAASRRARIPLHQRQHGGSSSIL
EANHPFAPAASRRARIPLHQRQHGGSSSID

ELAETALTYLTQAFESAAPLELEPENDTCV
ELAETAMEYLTQAFESATPLELEPENDTCV
ELAETALEYLTQAFESATPLVLEPENDTCV
ELAETALEYLTQAFESATPLVLEPENDTCV

____________________________ M

ONAEENLKNFAKELKL-PDVAFD-QNNTCI

TYSSLLEEFATELGL-EEIETN-ELGHGA
QAHODITIANIGEKLGL--PLTFD-DNNQCL
IQDLLNALAIRLES-RPLSLD-ANHLCC
SRADRLLRQFSLKLNT-DSIVFD-ENRLCS
SRSELLLDRFAEKIGV-GSISFN-ENRLCS
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ISVDGQYNLIVTFDATTERL-YIYSTLMTNIP----NDPVLRLRVYEFLMEGALLGREMC
ISVDGQYNLIVTFDAATERL-YIYSTLMTNIP----HDPVLRLRVYEFLMEGALLGREMC
ISIDGEYTLLVMYDTVTERL-YLYSTLLASLPPVVQATTEGRLKLYEFLLEASLLGREMC
ISIDGEYTLLVMYDAATERL-YLYSTLLAALPPVVQATAEGRLKLYEFLLEASLLGREMC
ISIDGEYTLLVMYDAATERL-YLYSTLLASLPPVVQATAEGRLKLYEFLLEASLLGREMC
ISIDGEYTLLVMYDAATERL-YLYSTLLASLPPVVQATAEGQLKLYEFLLEASLLGREMC
ISVDGEYTLLVMYDAATERL-YLYSTLLASLPPVVQATTEGRLKLYEFLLEASLLGREMC
ISVDGEYTLLVMYDAATERL-YLYSTLLASLPPVVQATTEGRLKLYEFLLEASLLGREMC
IGTDERHTVLVTFDHATERL-YVYSTLLTQLP----VDAAVRVKLYELLLEGSLLGREVC
IGTDERHTVLVTFDHATERL-YVYSTLLTQLP----VDAAVRVKLYELLLEGSLLGREVC
VGTDEDFSILLTYDPATERL-YIYSSLLTELP----ENLPLRMKLYELLLEGSLLGREVC
VGTDADFSILLTYDPATERL-YIYSSLLTELP----DHPPLRMKLYEVLLEGSLLGREVC
VGTDADFSILLTYDPATERL-YIYSSLLTELP----DHPPLRMKLYEVLLEGSLLGREVC
VGTDADFSLLLTYDPATERL-YIYSSLLTELP----DHPPLRMKLYEVLLEGSLLGREVC
VGTDADFSLLLTYDPATERL-YIYSSLLTELP----DHPPLRMKLYEVLLEGSLLGREVC
VGNDESHTVLVTFDSVTERL-YIYATLLTQLP----LDPEVRAKLYELLLEGSLLSREVC
VGDDESHTVLVTFDCVTERL-YIYSTLLTQIP----HDGEVRAKLYELLLEGSLLSREVC
VGDDESHTVLVTFDCVTERL-YIYSTLLTQIP----HDGEVRAKLYELLLEGSLLSREVC
VGREESQTVLVTFDYHTERL-YVYATLLTELP----SNMEVRVKLYEVLLEGSLLGREVC
LPLGDGTNILVTLDTITERL-FMYAVIANSLP----SNAGKRLELFEMLLEGALLGRDMA
LPLGDGTNILVTLDTITERL-FMYAVIANSLP----SNAGERLRLFEMLLEGALLGRDMA
LPLGDGTNILVTLDTVTERL-FMYAVIANSLP----SNAGKRLELFEMLLEGALLGRDMA
LPIDNDLNLLVTLDRETERL-YMYVTLLNHLP----SPPAQRLOLYEMLLEGALLGKDMA
IPVANGLNVLVTLDRETERL-FLYVPLLNRLP----SSLVQRMQLYEMLLEGALLGKDMA
VSVAKDLNVLVTLDRETERL-YLYVTLLNHLP----SSAAQRMQLYEMLLEGALLGKDMA
VPVADDLNVLVTLDRETERL-YLYVTLLNHLP----SSPTQRMRLYEMLLEGALLGKDMA
VPVANDLKVLVTLDRETERL-YLYVTLLNHLP----SSPVQRMQLYEMLLEGALLGKDMA
VPVANDLKVLVTLDRETERL-YLYVTLLNHLP----SSPVQRMQOLYEMLLEGALLGKDMA
LFVDGEFSLHLTYEEHSDRL-YVYAPLLDGLP----DNPQRRLALYEKLLEGSMLGGQOMA

Simk. negevensis| LGIDNTFSLHLTYEPNSDRL-YLYSPILDGLP----KDDPTKLKLYEALLEGSMLGGQMA
Wad. chondrophilfLGIDDEFSLHLTYEPNSKRL-YLYSPLLDGLP----RDDKTRLKLYETLLEGSMLGGQMA
Parachlamydia LGIDDEFSLHLTYEPNSKRL-YLYSPLLDGLP----RDDKTKLRLYEKLLEMSMLGGQMA
Protochlamydia LGIDDEFSLHLTYEPNSKRL-YLYSPLLDGLP----RDEKTKLRLYERLLEGSMLGGQMA
Yersinia pestis |VTIDKIWVVHLAPINEKELVAFMRAGILTGQS---------—-- QLYDILRKN--LFSPLS
Salmonella (1jyoD) LLLDSD--IFTSIEAKDDIW-LLNGMIIPLSP----VCGDSIWR--QIMVINGELAANNE
Pseud. syringae |LKVNE---LDMTLERIEKQN-TLFVYLCVGTL----STPASSTLLSDILAANLFHYGSSD
Salmonella (3epul) FIIDNRYRILLT-STNSEYI-MIYG--FCGKP--—-—-—-— PDNNNLAFEFL-NANLWFAENN

Escherichia coli

FAIDEIYYISLS-DANDEYM-MIYG-VCGKFP---TDNPNFALE----ILNANLWFAENG

Hidi##
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LmxM.04.0710 GGGVGASLRNDFVLMSASLYM-PTSQPWSLRTLAPQFLHCLRHWRAKLTEFLQTILEAQ—--
ILmjF.04.0710 GGGVGASLRNDFVLMSASLYM-PTSQPWSLRTLAPQFLHCLRHWRTKLTEFLQTILEAQ- -
LinJ.04.0710 GGGVGASLRNDFVLMSASLYM-PTSQPWSLRTLAPQFLHCLRHWRTKLTEFLQTILEAQ—--
LDBPK 040710 GGGVGASLRNDFVLMSASLYM-PTSQPWSLRTLAPQFLHCLRHWRTKLTEFLQTILEAQ--
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Wad. chondrophilfaGGGVGVAVKEELILMHCTIDM-EHAVSSALRAFAPLYVETVEKWRKICTDVSE

Parachlamydia
Protochlamydia
Yersinia pestis
Salmonella (1jyoD
Pseud. syringae
Salmonella (3epu2
Escherichia coli

GGGIGMSLQOSGIVLLSTSIPL-RNCSTSALKDIMPSFVETLGRWRSLINELLD
GGGIGMSLQSGIVLLSTSIPL-RNCSTSALKDIMPSFVETLGRWRSLINELLDH
GGGIGLSMQONSVVVLTTSLPM-RHCSAAALCETLPLFVETLLRWRSLVDELLRH
GGGVGLSTONNVVVLTTSLPV-RHCSPEALCEVMPLFVETLVRWRSLIDELVR
GGGVGLSTQNNVVVLTTSLPV-RHCGPEALCEVMPLFVETLVRWRSLIDELLRH
GGGVGLSTQNNVVVLTTSLPV-RHCSPEALCEVMPLFVETLVRWRSLIDELLR
GGGVGLSTONNVVVLTTSLPV-RHCSPEALCEVMPLFVETLVRWRSLIDELLR
GGGIGISPQNGVVLLSTTIPL-RHCTSSTLRDIMPVFVETVQRWRLLINELLSH
GGGIGISPONGLVLLSTTIPL-RHCNSSALKDIMPVFVETVARWRSLINELLN-
GGGIGISPONGLVLLSTTIPL-RHCNSSALKDIMPVFVETVARWRSLINELLN-

GGGIGLSLRDSVVLLSTTIPL-RCCTSSALKETMPIFIETLOQRWRSLINELLSH
TGGVGVCLRNELIIMNVCVDI-VHADEYALASIARPFMESVQHWSEAVKKMMP
TGGVGVCLRNNLITIMNVCVDI-VHADEYALARIARPFMDSVQHWSEAVQKVMP
TGGVGVCLRNELIIMNVCVDI-VHADEYALASIARPFMESVQHWSEEVKQMMP
GGGVGVSLESNLVLMSISANL-RHGGPTALAATAAPFAKAAQAWKKRIDALLN
GGGVGVSLEANLVLMSVSANL-RHSAASALAVTATPFVEAAQALTTRIDALLS
GGGVGVSLESNLVLMSISVNL-RHSAASALADAAAPFVKAAQAWTKSIDVLLN
GGGVGVSPESNLVLMSVSANL-RHSGASALAATAAPFVIAAQAWTKSIDVLLN
GGSVGVSLESNLVLMSVSANL-RHSGASALAATAAPFVKAAQAWTKSIDVLL
GGSVGVSLESNLVLMSVSANL-RHSGASALAATAAPFVNAAQAWTKSIDVLLN
GGGVGVATKEQLILMHCVLDM-KYAETNLLKAFAQLFIETVVKWRTVCSDISA!
GGGIGVAVKEELILMHCVLEMGAGADTSSLRRFAPLFVESVEKWRDRAKRIME

GGGVGVAVQEELILMHCTIDM-EHAVPSALRAFAPLYVETVEGLRKLCAEISE
GGGVGVAVKEELILMHCTLDM-EHAVSSALRAFAPLYVETVEKWRKICSEVSE
GVIRCALDKDDHWLLWSQLNI-NDTSGTQLASVLTSLVDKAVTLS--CEPTMK
GTLAYIDAAETLLLIHAITDL---TNTYHIISQLESFVNQQEALKNILQEY
GAAFGLDEKNNEVLLFQRFDP-LRIDEDHFVSACVOMIEVAKIWRT---KLLH
GPHLCYDNNSQSLLLALNFSL-NESSVEKLECEIEVVIRSMENLYHILODKGIT

LDTDYT
LENEH-

GPYLCYESGAQSLLLALRFPL-DDATPEKLENEIEVVVKSMENLYLVLHNQOGIT

HhdHHHHR AR RS Hh#HHHHHR AR RS
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PKSSAASPSPLQASNTAVVAATPLAAPYTSSFGGSAKRVIPVLGLEVTGTVLVNGVPTHY
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910

TCLP I VLHTIFIRVGSA---
MOQ 005905 VLHTIFIKVGSA---
TCSYLVIO 007169 | VLHNIFIRVGSA---
LbrM.04.0910 VAMVVTVHVEAARPL
LtaP04.0700 VAMVVTVCVEAGQSL
LmxM.04.0710 VAMVVTVRVEAGRSL
ILmjF.04.0710 VAMVVTVRVEAGRSL
LinJ.04.0710 VAMVVTVRVEAGRAL
LDBPK 040710 VAMVVTVRVEAGRAL

TcCLB.504137.

MOQ 003496
LbrM.31.0930
LmjF.31.0740
LmxM. 30.0740
LinJ.31.0770
LDBPK_ 310770

TcIL3000.10.8010
Tb927.10.9240

Tbg972.10.11310
TvY486 1009120

TcCLB.504057.

MOQ_ 006328

50

TCSYLVIO_ 003797

LtaP34.3080
LbrM.20.2750
LmxM. 33,3170
LmjF.34.3170
LinJ.34.2950
LDBPK_ 342950

Chl. trachomatis
Simk. negevensis
Wad. chondrophila
Parachlamydia

Protochlamydia
Yersinia pestis

Salmonella (1ljyoD)

Pseud. syringae

Salmonella (3epud)
Escherichia coli
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