Table S3 Evolutionary substitution model from mitochondrial Cytb gene by Akaike Information Criterion (AIC)

	Criterion
	Position
	Evolutionary Model
	-lnL
	Substitution rate model Ti/Tv
	Nucleotide empiric base frequency 
	Gamma distribution
	Invariable sites proportion 

	AIC
	complete fragment
	TIM+I+G
	-1702.006
	--
	A=0.2476

C=0.2928

G=0.1349

T=0.3248
	0.1490
	0.9430


-lnL=log likelihood, Ti=Transitions, Tv=Transversions.
