S1 Figure
MprD_B_Sub            MNNFVILPILIPLLSAILLI-FMTKNL-MLMRIFSTAASAIGIVISGILVQTVFGIL
E_Coli               MTITPQNLIALLPLLIVGLTVVVVMLSIAWRRNHF---LNATLSVIG-LNAALVSLW-
                                         TM(1                      TM(2   
MprD_B_Sub         LVQTVFTKGIQTLSLGGWKAPYGIVLAADQFASLLVLTTAIIGLLVGLYSFRS-VGE-KR 
E_Coli             FVQVSLWFVGQ--AGAMDVTPLMRV---DGFAMLYTGLVLLASLATCTFAYPWLEGYNDN 
H_sapiens          ----------------------------------------------------------MN 
S_fluviatilis      ----------------------------------------------------------MN 
S_guianensis       ----------------------------------------------------------MN 
                                                         TM(3              

MprD_B_Sub         ERSFYYSGVQFLLAGVSGAFLTGDLFNMYVFFELLLIASYMLI-VLGGTKIQLRESLKYI 
E_Coli             KDEFYLLVLIAALGGIL-LANANHLASLFLGIELISLPLFGLVGYAFRQKRSLEASIKYT H_sapiens          PLAQPVIYSTIFAGTLI-TALSSHWFFTWVGLEMNMLAFIPVL-TKKMNPRSTEAAIKYF S_fluviatilis      PFVSIILLTTLILSTMI-VTISSHWLFAWIGLEMNMMAIIPIM-MKKPNPRATEASTKYF S_guianensis       PFVSITLLTTLILSTMI-VTISSHWLFAWIGLEMNMMAIIPIM-MKKPNPRATEASTKYF 
                           TM(4/TM(1           TM(5/TM(2                                                                 
MprD_B_Sub         VFNIVSSALFVIGVGFLYAVTGTLNMADLSVKISESGQTGLITV-IGVLLLLVFGMKGGI 
E_Coli             ILSAAASSFLLFGMALVYAQSGDLSFVALGKNLGDGMLNEPLLLAGFGLMIVGLGFKLSL H_sapiens          LTQATASMILLMAILFNNMLSGQWTMTNTTNQY------------SSLMIMMAMAMKLGM S_fluviatilis      LTQATASSLLMLAIIINLMHSSQWTIMKLFDPT------------ASILMTMALAIKLGL S_guianensis       LTQATASSLLMLAIIINLMHSSQWTIMKLFDPT------------ASILMTMALAIKLGL  
                           TM(6/TM(3                           TM(7a/TM(4a           

MprD_B_Sub         FPLYFWLPGSYYAPPAAISALFGALLTKVGLYAITRVFTLIFIHDTAFTHQLMIWLAALT 
E_Coli             VPFHLWTPDVYQGAPAPVSTFLATASKIAIFGVVMRLFLYAPVGDSEAIRVVLAIIAFAS H_sapiens          APFHFWVPEVTQGTPLTSGLLLLTWQKLAPISIMYQI---SP---SLNV-SLLLTLSILS S_fluviatilis      SPFHFWVPEVTQGIPLSTGLILLTWQKLAPVSILYQI---SP---SINL-HLMITMSLLS S_guianensis       SPFHFWVPEVTQGIPLSTGLILLTWQKLAPISILYQI---SP---SINL-HLMITMSFLS 

                     TM(7b/TM(4b      TM(8/TM(5                    TM(9/TM(6              
MprD_B_Sub         VIFGVIGSLAYSNVMKIVIYNIITAVGVILFGVAVHTPASIQGAIYYLIHDMLIKGALFM 
E_Coli             IIFGNLMALSQTNIKRLLGYSSISHLGYLLVALIALQT----GEMSMEAVGVYLAGYLFS H_sapiens          IMAGSWGGLNQTQLRKILAYSSITHMGWMMAVLPYNPN------MTILNLTI----YIIL S_fluviatilis      ILIGGWGGLNQTQLRKIMAYSSIAHMGWMTAILPYNPT------FTLLNLLI----YIVM S_guianensis       ILIGGWGGLNQTQLRKIMAYSSIAHMGWMTAILPYNPT------FTLLNLLI----YIVM  
                                      TM(10/TM(7                  TM(11/TM(8           
MprD_B_Sub         LAGTLIA---------LTGTASLHKMGGLIKRYPVLGWMFFISAISLAGIPPLSGFVGKF 
E_Coli             SLGAFGVVSLMSSPYRGPDADSLFSYRGLFWHRPILAAVMTVMMLSLAGIPMTLGFIGKF H_sapiens          TTTAFLLLNLNSS-------TTTLLLSRTWNKLTWLTPLIPSTLLSLGGLPPLTGFLPKW S_fluviatilis      TFTMFMLLIQNST-------TTTLLLSQMWNTTPIMTTFTMLTLLSMGGLPPLTGFMPKW S_guianensis       TFTMFMLLIQNST-------TTTLLLSQMWNTTPIMTTFTMLTLLSMGGLPPLTGFMPKW  
                                                      TM(12a/TM(9a      TM(12b/      
MprD_B_Sub         KIAEGGFAEGEFTISMLILLSSLLVLYSVLRIFIHAFWGEEKETPKPNHRTA-KGLLYPA 
E_Coli             YVLAVGVQAHLWWLVGAVVVGSAIGLYYYLRVAVSLYLHAPE---QPGRDAPSNWQYSAG H_sapiens          AIIEEFTKNNSLIIPTIMATITLLNLYFYLRLIYSTSITLLP----MSNNVKMKWQFEHT S_fluviatilis      MIIQELTKNDTLILPTLMAITALLNLYFYMRLAYSTTLTLFP----SSNNMKMKWQFYPT S_guianensis       MIIQELTKNDTLILPTLMAITALLNLYFYMRLTYSTTLTLFP----SSNNMKMKWQFYPT  
                   TM(9b             TM(13/TM(10                            
MprD_B_Sub         AIFLLLSLLFGLG-TEWVSPYVDQAAETLLNPEKYIEAVLKE 
E_Coli             GIVVLISALLVLVLGVWPQPLISIV--RLAMPLM-------- 
H_sapiens          KPTPFLPTLIALTTLLLPISPFMLM--IL------------- 
S_fluviatilis      KQMTLLPTAIVLSTMLLPLTPTFFI--LL------------- 
S_guianensis       KQMTLLPTAIVLSTMLLPLTPTLFI--LL-------------  
                     TM(14/TM(11                            
