Table S2 Results of gene-based analysis of LS-BMD associated genes

Gene P _gene Chromosome Locus Reported_gene*
ENOX1 1.70E-28 13 13q14.11 AKAP11
CCDC170 6.30E-18 6 6025.1 C6orfo7
TNFRSF11B 7.12E-17 8 8024 TNFRSF11B
ZBTB40 1.99E-16 1 1p36.12 ZBTB40
RPE65 2.30E-14 1 1p31 WLS
SHFM1 2.68E-11 7 7921.3 SLC25A13
ESR1 2.69E-11 6 6025.1 C6orf97
LOC100506136 4.25E-11 7 7921.3 SLC25A13
POLR3A 1.54E-10 10 10g22-923 KCNMAL1
MTL5 5.72E-10 11 11913.2-913.3 LRP5
SPTBN1 1.02E-09 2 2p21 PKDCC
CPT1A 1.21E-09 11 11913.3 LRP5
FBLN5 1.56E-09 14 14932.1 MARK3
NEUROD4 1.85E-09 12 12913.2 SP7
CD63 3.83E-09 12 12q12-913 DHH
GDF11 4.44E-09 12 12913.2 SP7
GAL 9.78E-09 11 11913.3 SP7
ITGA7 2.81E-08 12 12913.2 SP7
MRPL21 6.17E-08 11 11913.3 SP7
SARNP 6.40E-08 12 12913.2 SP7
TESPA1 7.67E-08 12 12g13.2 SP7
ARL17B 1.57E-07 17 17921.31 Cl70rf53
PRAC1 3.17E-07 17 17921 C170rf53
HOXBS8 3.20E-07 17 17921.3 Cl70rf53
PRAC2 3.29E-07 17 17921 C170rf53
HOXB1 3.34E-07 17 17921.3 Cl70rf53
HOXB13 3.38E-07 17 17921.2 C170rf53
MIR3185 3.38E-07 17 17921.32 Cl70rf53
HOXB2 3.64E-07 17 17g21.32 C170rf53
HOXB6 4.55E-07 17 17921.32 Cl70rf53
HOXB-AS1 4.58E-07 17 17g21.32 C170rf53
HOXB9 4.63E-07 17 17921.32 Cl70rf53
HOXB7 4.73E-07 17 17g21.32 C170rf53
MIR196A1 5.21E-07 17 17921.32 Cl70rf53
HOXB5 5.26E-07 17 17¢21.32 C170rf53
HOXB-AS3 5.60E-07 17 17921.32 Cl70rf53
HOXB3 5.88E-07 17 17¢21.32 C170rf53
TRIP11 5.93E-07 14 14931-¢g32 MARK3
RPS24 6.57E-07 10 10g22 KCNMAL1
SCN1A 7.10E-07 2 2024.3 GALNT3
HOXB4 8.43E-07 17 17921.3 MAPT
MIR10A 8.43E-07 17 17921.3 MAPT
DSPP 9.92E-07 4 4021.3 MEPE
LOC100134368 1.02E-06 16 16p13.3 AXIN1
IGHMBP2 1.09E-06 11 11913.3 LRP5
TTLL6 1.13E-06 17 17q21.32 C170rf53
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*: Y, genes have been reported in previous GWAS; N, genes have not been reported.






