
Homo_sapiens_(NP_064618)                           227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GV HVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y DA D...N C     R   A  WSH...E  . CFF   T D   SE P.......F  Y     G   TA... D. Q   T H  P .  M K R..   .PDRI N KKERAFHC               
Tarsius_syrichta_(XP_008048960)                    230               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDRNQ     VS    Y ES D...S C     R   A  WSH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T H  P .  M E R..   .PDRI N KKERAFHF               
Callithrix_jacchus_(XP_002747965)                  227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GV HVNLE VIE     P  S AF  V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y DA D...S C     R   A  WSH...K  . CFF   T D   SE P.......F  Y     G   TA... D. Q  AT H  P .  L K R..   .PDRI N KKEAGSGG               
Equus_caballus_(XP_001503332)                      227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     R   A  WSH...Q  . CFF   T D   SK P.......F        G   TA... D. Q   T H  P .  M K R..   .PDRI N EKERAFHF               
Ceratotherium_simum_simun_(XP_004433111)           227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL II       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     I Y                       TFSDTNQ     VS    Y EA D...R C     R   G  WSH...Q  . CFF   T D   SK P.......F        G   TA... D. Q   T H  P .  M K R..   .PDRI N EKERTFHL               
Balaenoptera_acutorostrata_scammoni(XP_007175345)  227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V         GGY  D         GVHHVNIE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDRNQ     VS    Y EA D...S C     R   A  WSH...K  . CFFT  T D   SE P.......F        G   TA... D. Q   T H  P .  M K R..   .PDRI N KKENAFHF               
Vicugna_pacos_(XP_006216238)                       226               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNIE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDRNQ     VS    Y AA D...S C     R   A  WSH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T H  P .  V K K..   .PDRI N KKEKAFHF               
Dasypus_novemcinctus_(XP_004483191)                227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y ES D...S C     R   A  WSH...E  . CFF   T D   SE P.......L        G   TA... D. Q   T H  P .  L K R..   .PDRI N KKEFIISP               
Tupaia_chinensis_(XP_006156484)                    227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDKNQ     VS    Y ES D...S C     R   A  WSH...E  . CFF   T D   SE P.......F        G   TA... N. Q   T H  Q .  M E R..   .PDRI N KKQNTSHF               
Ailuropoda_melanoleuca_(XP_002921236)              227               H                                          GH H                                                                                                   EKVVI   VPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     R   A  WSH...K  . CFF   T D   SE P.......F        G   TA... D. Q   T Y  P .  M K R..   .PDRI N KKENAFQF               
Ictidomys_tridecemlineatus_(XP_005332938)          227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V IY D KM L G   GRV     M Y                       AFSDTNQ     VS    Y EA D...N C     R   A  WSH...K  . CFF   T D   CE H.......F        G   TA... V. Q   T H  P .  V K R..   .PDRI N KKEKALNF               
Otolemur_garnettii_(XP_003791136)                  227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y ES D...S C     R   A  WSH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T H  P .  M E R..   .PDRI N KREKALHF               
Pteropus_alecto_(XP_006922458)                     227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHINLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     R   T  WAH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T Y  P .  M K R..   .PDRI N KKEKAFHF               
Felis_catus_(XP_003996343)                         227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     R   A  WSH...R  . CFF   T D   SE P.......F        G   TA... D. Q   T Y  P .  M K R..   .PDRI N KRENAFRC               
Eptesicus_fuscus_(XP_008151669)                    227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHINVE VIE     P  S AFG I VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     R   A  WSH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T Y  P .  M K R..   .TDRI N RKEKPFPF               
Loxodonta_africana_(XP_003416981)                  225               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVSLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFCDTNQ     VS    Y GS D...S S     R   A  WSH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T H  P .  M K R..   .PNRI N KXEEAFHL               
Heterocephalus_glaber_(XP_004887219)               227               H                                          GH H                                                                                                   EKVVI   IPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...A C     S   A  WSH...K  . CFF   T D   SE P.......F        G   TA... D. Q   T H  S .  M K R..   .PDRI N KKEFPF..               
Ovis_aries_(XP_004012759)                          227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNIE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDRNQ     VS    Y EA D...T C     R   A  WSH...K  . CFF   T D   SE P.......Y        G   TA... D. Q   T H  P .  M E R..   .PDRI N RKE.....               
Canis_lupus_familiaris_(XP_005620111)              225               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHINLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     R   A  WSH...K  . CFF   T D   SE P.......F        G   TA... D. Q   T Y  P .  M K R..   .PDRI N KKENASQF               
Trichechus_manatus_latirostris_(XP_004376030)      227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVSLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y ES N...S C     R   A  WSH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T H  P .  M K R..   .PNRI N K.......               
Oryctolagus_cuniculus_(XP_002718985)               227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHINLE IIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     R   T  WSH...Q  . CFF   T D   AQ P.......F        G   TA... N. Q   T Y  P .  M K R..   .PDRV N KKEKALHL               
Chrysochloris_asiatica_(XP_006878472)              227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVSLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       KFSDTNQ     VS    Y ES D...S C     R   A  WAH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T H  P .  M K R..   .PSRI N KXEKAFHF               
Bos_taurus_(NP_001096749)                          227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNIE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDRNQ     VS    Y EA D...S C     R   A  WSH...K  . CFF   T D   SE P.......Y        G   TA... D. Q   T H  P .  M E R..   .PHRI N RKE.....               
Orycteropus_afer_afer_(XP_007946235)               227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVSLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y ES D...S C     R   E  WSH...E  . CFF   T D   SE P.......F        G   TA... D. Q   T D  P .  M K R..   .PSRI N K.......               
Elephantulus_edwardii_(XP_006898627)               225               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVSLE VIE     P  S AFG V VY   KM L G   GRV     M Y                       TFSDLNQ     VS    Y DS D...S C     R   A  WSH...E  . CFF   T D   SE P.......Y        G   TA... D. Q   T H  PN.  I K R..   .PNRI N KKRASHC.               
Chinchilla_lanigera_(XP_005399415)                 227               H                                          GH H                                                                                                   EKVVI   IPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHV LE VIE     P  S AFG I VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...T C     R   E  WSH...K  . CFI   T D   SE P.......F     D  G   TA... D. Q   T H  S .  L K R..   .PDRI N KKELLVV.               
Jaculus_jaculus_(XP_00466313)                      227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M F                       TFSDTNQ     VS    Y EA D...S C     T   A  WSH...K  . CFL   T D   SE P.......F        G   TA... D. Q   T Y  P .  I K R..   .PDRI N KKEHF...               
Mustela_putorius_furo_(XP_004760213)               227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHINLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     R   A  WSH...K  . CFF   T D   CE P.......F        G   TA... D. Q   T Y  P .  V K R..   .PDRI N KREIQL..               
Octodon_degus_(XP_004635818)                       227               H                                          GH H                                                                                                   EKVVI   IPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHL LE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...T C     R   A  WSH...K  . CFI   T D   SE P.......F     D  G   AA... D. Q   T H  S .  M K R..   .PDRI N KKELLV..               
Condylura_cristata_(XP_004685138)                  227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNF DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...T C     N   A  WAH...K  . CFF   T D   CE P.......F        G   TA... D. Q   T Y  P .  M K K..   .PDRI N KKENTFHF               
Microtus_ochrogaster_(XP_005349907)                227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL II       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDLNE     VS    Y EA D...S C     M   S  WSH...K  . CFL   T D   SE S.......F        G   TA... D. Q   T H  P .  L K R..   .PDRV N RREQAVCL               
Cavia_porcellus_(XP_003466206)                     227               H                                          GH H                                                                                                   EKVVI   IPI P  S     V LAWNY EAL VI       CV V   A     GGY  D         GVHHV LE VIE     P  S AFG V VY D KM L G   GRV     M Y                       KFSDTNQ     VS    Y EA D...S C     R   E  WSH...K  . CFL   T D   SE P.......S     D  G   TA... D. Q   T H  S .  V K R..   .PDRI N KKELL...               
Rattus_norvegicus_(NP_001009246)                   227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL II       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDANQ     VS    Y EA D...S C     V   S  WSH...Q  . CFL   T D   SE P.......F        G   TA... D. Q   T H  P .  L K R..   .PDRI N KRE.....               
Mesocricetus_auratus_(XP_005067665)                227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL II       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDQNQ     VS    Y EA D...S C     M   S  WSH...K  . CFL   T D   SE P.......Y        G   TA... D. Q   T H  P .  L K R..   .PDRI K SREEAL..               
Ochotona_princeps_(XP_004594946)                   227               H                                          GH H                                                                                                   EKVVL   LPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VY D RM L G   GRV     L Y                       TFSDTNQ     VS    Y EA D...S C     R   R  WSH...Q  . CFF   T D   AR P.......C        G   TA... D. Q   T Y  P .  M K R..   .PDRV N NQQKALLF               
Mus_musculus_(NP_079786)                           227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL II       CV V   A     GGY  D         GVHHVNLE VIE     P  S AFG V VF D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...S C     V   S  WSH...K  . CFL   T D   SE P.......F        G   TA... D. Q   T H  P .  L K R..   .PDRI N KREEAL..               
Echinops_telfairi_(XP_004709402)                   227               H                                          GH H                                                                                                   EKVVI   VPI P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHVSLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y ES D...S C     R   S  WSH...K  . CFF   T D   AQ P.......F        G   TA... D. Q   T H  P .  L E K..   .PNRI S KXEKASHV               
Peromyscus_maniculatus_bairdii(XP_006973577)       227               H                                          GH H                                                                                                   EKVVI   LPI P  S     V LAWNY DAL I        CV V   A     GGY  D         GIHHVNLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDLNQ     VS    Y EA D...S C     M   S TWSH...K  . CFL   T D   SE P.......F        G   TA... D. Q   T H  P .  I K R..   .PDRI N RRE.....               
Sorex_araneus_(XP_004604044)                       227               H                                          GH H                                                                                                   EKVVI   IPI P  S     V LAWNY DAL VI        V V   A     GGY  D         GVHHV LE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VS    Y EA D...T C     R   E  QSH...TS . CVF   T D   SV P.......C     D  G   TA... D. Q   T Y  S .  I K K..   .PDRI N KKENGPDF               
Erinaceus_europaeus_(XP_007523670)                 227               H                                          GH H                                                                                                   EKVVI   IPV P  S     V LAWNY DAL VI       CV V         GGY  D         GVHHVNIE VIE     P  S AFG V VY E KM L G   GRV     M Y                       TFSDKNQ     AS    Y EA D...T C     E   A  WSH...K  . CFIS  T D   SE P.......C        G   TA... D. Q   T Y  P .  I K R..   .PSRI N MKDIAFHP               
Sarcophilus_harrisii_(XP_003770686)                238               H                                          GH H                                                                                                   EKVVV   VPI P  S     V LAWNY DAL II       CV V   A     GGY  D         GVHHVTLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VG    H DS D...S C     R   S  WSH...K  . CFL   T D   CI A.......H        G   TA... E. Q   T H  P .  V K R..   .PDRI Y KKD.....               
Monodelphis_domestica_(XP_001380668)               291               H                                          GH H                                                                                                   EKVVV   IPI P  S     V LAWNY DAL II       CV V   A     GGY  D         GVHHITLE VIE     P  S AFG V VY D KM L G   GRV     M Y                       TFSDTNQ     VG    H DS D...S C     R   S  WSH...K  . CFL   T D   CL T.......H        G   TP... E. Q   T H  P .  V K K..   .PNRI Y KKD.....               
Chrysemys_picta_bellii_(XP_005305175)              237               H                                          GH H                                                                                                   EKVVV   IPV P  S     V LAWNY DAL VI       CV V   A     GGY  D         GVHHLTLE IVE     P  S AFG I VY D KL L G   GRI     M Y                       AFSDTNQ     VG    H GS E...S C     K   S  HSH...Q  . CFL   L D   YL S.......H        G   TP... E. H   T Y  D .  V K R..   .PDKV Y TKH.....               
Python_bivittatus_(XP_007422917)                   218               H                                          GH H                                                                                                   ERVVI   IPI P  T     I LAWNY  AL VI        V V   A     GGY  D         GVHHLTLE IIE     P  S AFG I VY D RL L G   GRV     M F                       TYADENQ     AG    N DC S...S C     KA  S  SSH...HS . CFL   L Y   CL S.......H        G   TP... E. N   T Y  N .  V K K..   .PDRE H KDHRYPSP               
Melopsittacus_undulatus_(XP_005141488)             212               H                                          GH H                                                                                                   EKVIV   LPI P  S     V  AWNY DAL VI       CV V   A     GGY  D         GVHHLTLE IIE     P  S AFG I VY D KM L G   GRV     M F                       KFSDENQ     TG    H DA D...W CF    K   S  HAH...Q  . CFL   L D   CL S.......H        G   TP... E. N   T Y  K .  I K R..   .SDRV H XKQ.....               
Callorhinchus_milii_(XP_007887052)                 233               H                                          GH H                                                                                                   EKV V   LPV P  T     I VAWNY  IL VL        V V         GGY  D         GIHHLT E VIE     P  S AFG I A  D RM L G   GRV     L Y                       TFSDNNQ   T VG    H NS D...P C     EK  S  HAH...QS . CFIS  D D   FL E.......H      F G   TP... N. Q   T Y HE .  V V R..   .PNRI H RKTGD...               
Latimeria_chalumnae_(XP_006011487)                 232               H                                          GH H                                                                                                   EKV V   IPI P  T     L LAWNY EIL VL        V V   A     GGY  D         GIH IT E VIE     P  S AFG I VY D RM L G   GRI     M Y                       TFSDGNQ   T VG    H LA D...L C     T   S  QSH...KS . CFL   D D   HQ E.......H   Y  F G   TP... D. N   T Y  E .  I K M..   .SDRV H RRD.....               
Anolis_carolinensis_(XP_003217222)                 221               H                                          GH H                                                                                                   ERVVI   IPI P  T     V LAWNY EAL II        V V   A       Y  D         GVHHLTLE II      P  S AFG I VY D RM L G   G M     M Y                       TYADENQ     MG    H HA N...I C     E   S  HSH...NS . CFL   L YDA YL S.......H        G  ATP... E. N   T Y  H .  V K N.. S .PDRE L KSNHCNSV               
Lepisosteus_oculatus_(XP_006635183)                220               H                                          GH H                                                                                                   EKV V   LPI P  T     I LAWNY EVL IL        V V   A     GGY  D         GVHHLT E VIE     P  S AFG V VY D RM L G   GRV     L Y                       TFSDNNM   T IS    H GA D...P C     E   S  HSH...KS . CFM   D D   FL E.......S      F G   TP... D. D   T Y  E .  I K N..   .LKRV M P.......               
Alligator_mississippiensis_(XP_006277831)          214               H                                          GH H                                                                                                   EKVLV   LPI P  T     V LAWNY DAL II       CV V   A     GGY  D         GVHHLTVE IIE     P  S AFG I VY D RM L G   GRI     M Y                       TASDKNR     MG    H GS N...N C     K   S  HSH...Q  . CFL   L D   CL S.......H        G   TP... Q. H   T Y  E .  I K K..   .PDKV Y RTQ.....               
Pseudopodoces_humilis_(XP_005531019)               211               H                                          GH H                                                                                                   EKVIV   LPI P  S     V LAWNY  AL VI       CV V   A     G Y  D         GVHHLTLE LIE     P  S AFG M VY D KM L G   GRI     M F                       KFSDENQ     AA    H SA N...G C     EA  A  HSH...G  . CVL   L D A CL S.......H        G   TP... E. N   T Y  E .  V K G..   .PDRV H ........               
Ficedula_albicollis_(XP_005055943)                 257               H                                          GH H                                                                                                   EKVIV   VPL P  S     V LAWNY  AL VI       CV V   A     G Y  D         GVHHLTLE VIE     P  S AF  V VY D KM L G   GRI     M F                       KFSDENQ     MA    H SA N...G C     EA  S  HAH...R  . CVL   L D A CL W.......H        G   TP... D. N  AT Y  E .  V K R..   .PDRV H ........               
Taeniopygia_guttata_(XP_002187031)                 212               H                                          GH H                                                                                                   EKVIV   VPI P  S     V LAWNY  AL VI       CV V   A     G Y  D         GVHHLTLE VIE     P  S AFG M VY D KL L G   GRI     M F                       KFSDENQ     MA    H SA N...G C     EA  S  HAH...G  . CVL   L D A CQ S.......H        G   TP... E. N   T Y  E .  V K R..   .PDRV H ........               
Xenopus_(Silurana)_tropicalis_(NP_001008013)       225               H                                          GH H                                                                                                   E V V   LPV P        M LVWNY EVL VL       CV V   A     G Y  D         GIHHLT   VIE     P  S AFG M VY D KM L G   G V     L Y                       TSSDEKE N F VS    H DAAD...P C     P   S  QSH...P  . GYL   N E R CM P.......Y      FSG   TP... E. R   T Y  E .  V K R.. L .EDRT Y RDPKNKAE               
Xenopus_laevis_(NP_001080428)                      239               H                                          GH H                                                                                                   EKV V   LPV P        M LIWNY EVL ML       CV V   A     G Y  D         GIHHMT   VIE     P  S AFG M VY D KM L G   G V     L Y                       TSSDKKE   F VS    H DAAD...T C     P   S  QSH...P  . GYL   N E R CM P.......S      FSG   TP... E. Q   T Y  E .  V K R.. L .EDRT H RDPKNMQV               
Astyanax_mexicanus_(XP_007257279)                  232               H                                          GH H                                                                                                   EKVAI   LPV P        V LAWNY  VL IL        V V   A     GGY  D         GVHHLTL  VIE     P  S AFG V VY D RM L G   G I     L F                       ASADEKQ     AS    H CTAG...P C     DK  S  QSH...KS . CFM   D Y   HR T.......Y       QG   TP... F. D   T H  E .  V K R.. I .SDRV M P.......               
Cynoglossus_semilaevis_(XP_008313435)              223               H                                          GH H                                                                                                    RVVV   LPV    T     M LAWNY  VL LL        V V   A     GGY  D         GVHHVTLE VIE     P  S AFG V VY D RM L G   GRV     L F                       TLADRQQG    VS    HLGS D...P C     DK  E  SSH...SS . CFL   D D   CL P......ET        G   TA... E. D   T Y  E .  V K R..   .QDRT M LS......               
Poecilia_formosa_(XP_007561577)                    216               H                                          GH H                                                                                                   EKV L   IPV P  T     V LAWN  ELL II       CV V   A     GGY  D         GAHHLTLD VIE     P  S AY  V VY D RM L G   GRV       F                       SVADEKQ   T VS    H GT D...Y C    QE   A  RSH...S  . CYM   A D   YL ........T        G   TR... D. D  AT S  P .  E T S..   .MDRVFL S.......               
Xiphophorus_maculatus_(XP_005811234)               219               H                                          GH H                                                                                                   EKVIL   IPV P  T     V LAWN  DLL V        CV V   A     GGY  D         GVHHLTLD VIE     P  S AY  V VY D RM L G   GRV       F                       SVADEKQ     VS    H GS D...Y C    HE   A TRSH...S  . CYM   A S   CL ........T        G   TR... D. D  AT S  P .  E T S..   .MDRVFL S.......               
Stegastes_partitus_(XP_008294923)                  262               H                                          GH H                                                                                                   ERV I   LPV P  T     M LAWNF ELL II        V V   A     GGY  D         GVH LTLE VIE     P  S AFG V VY D RM L G   GRI       F                       SSADDKH   T VS    H NS T...A C     D   S  RSH...SS . CYM   D D   CQ K......DT   Y    G   TP... D. D   T S  E .  V K N..   .KDRVFL AGCQSDNK               
Takifugu_rubripes_(XP_003978324)                   213               H                                          GH H                                                                                                   EKV I   LPV P  T     L LLWNF EVL VI        V V   A     GGY  D         GIHHVT E VIE     P  S AF  V VY D RM L G   GRV       F                       TSTDERH   T AC    H NS D...P C     D   A  RSH...SS . CFM   D D   YF E......DT      F G   TP... D. N  AI S  E .  E K S..   .ADRVFF PQSCRS..               
Neolamprologus_brichardi_(XP_006797001)            219               H                                          GH H                                                                                                   EKV I   LPI P  T     I LAWNF ELL VI        V V   A     GGY  D         GVHHLTVD VIE     P  S AF  V VY D RM L G   G I       F                       SSADEKQ   T VS    H DC D...T C     E   A  RSH...TS . CYM   A D   CQ E......DT        G   TP... D. N  AT S  G .  E K Y.. S .TDRVFL PSRQNDTY               
Danio_rerio_(NP_956715)                            214               H                                          GH H                                                                                                   ERVLI   LPV P        I LAWN   VL VL        V L   A     GG   D         GA HITLE VIE     P  S AF  A LY D RM M G   GRV     I Y                       TLSDHKQ     FS    H CAAD...P C    HEA  S  RSH...QS . CFI   D D  RCT S.......S  Q     G   TP... H. H  AT Y  E .  V K R..   .EDLT T S.......               
Branchiostoma_floridae_(XP_002607048)              222               H                                          GH H                                                                                                   EKVVI   VPV P        M LLWNY DVL IL        V L         GGY  D          IHHVTL  VIE     P  S AFG V VF D RL M G   G L     M                         EVARQRG     SG    H NSCY...V C     Q   N  QDF...SD V AYFS  D G   HY S......GNE      PG   VP... G. N   T D  S .  V H V.. Q .ESRV K.........               
Saccoglossus_kowalevskii_(XP_002733257)            216               H                                          GH H                                                                                                   ERIII   LPI    T     L LLWNF  ML VI       CV M         GGY  D         GVHHVTME VIE     P  S AF  V MY D RM L G   G V     M F                       DEASRNG     SG    YEPA E...S C     DS  D  HKY...K  . AYIS  D F   AV E.......Y        G   IP... G. N  AT D  Q .  M R Y.. V .ASRE I PK......               
Crassostrea_gigas_(EKC29657)                       218               H                                          GH H                                                                                                     VIV   LPV          A LLWNF DVL VL          L         GGY  D         GIHHIT   VIE        N  FG A LY    L L G   G V     M                         TEARRKKQN   IG    LESSAH...A N     D   Q  SSH...EDSV CYCS  D D   AQ S.......A      FAG   AI...D.. NP  T H  DN.Q M Y N.. N .PNIC DLKYPIGSGD               
Aplysia_californica_(XP_005093877)                 220               H                                          GH H                                                                                                   E VII   IGL          I LLWNY EVM VV       CV V   A     G    D         GV HIT   VIE     P  S  Y  A MW D KL V G   G V     I                         EKAQEKE N   IS    QNEIKD..YG C     D   S  HRY...R  . GVF   E I YDCV D.......H  Q   FPG   TR... G. NC AT R  R .  V S V.. I .PSFT PLRYPV....               
Lottia_gigantea_(ESP01423)                         215               H                                          GH H                                                                                                   E ILV   LPI          M LLWNY EVL IL       CV I         GGF  D          I HLT   ILE     P        L LY D  L L G   G I                               KHSQDKR N   IG    LSTPID...T N     D   N  HQY...S  . AYFS  D D   GI D.......HN P   FPA   CP... DSVPPLAT K  T .T Q T Q.. Q .KDMNFKLTFPIES..               
Helobdella_robusta_(ESN95834)                      208               H                                          GH H                                                                                                     VIM    PL          M L WNY EIL VM       CV             Y  D         GIHHLTL  VI         S     V VY D KL                                         EDSEKKKQM   FG C  QSNY.....P T C   D   A  HQH...K  .QAYCC  A EYY TM S.......K       PG  KLP...TEI SGHLT D  N .  ..........................               
Oryza_sativa_Japonica_Group_(NP_001060698)         212               H                                          GH H                                                                                                     VIL   LPM P        A LMWNY EVM IV       CV     A     GG   D         GVHH TLE ALE     P  T AFG I VY D KL L G    KM     M F                       QDASARRQN   CS    D GSA...SF A     D   A  RQY...K  .KACF   D K  HSV S.......H    R   A   CP... G. S   H E  P .  L V S..D  .ADTE C EP......               
Zea_mays_(NP_001130265)                            212               H                                          GH H                                                                                                     VII   LPM P  S     A LMWNY EVM IV       CV     A     GG   D         GVHH TLE ALE     P  T AFG V VY   RL L G    RM     V F                       QDASTQHQN   CS    D GA ...SP A     D   A  HQY...N  .KACF   D K  HSV S.......H    R   A   CP... G. S   H E  PN.  L V F..D  .ADTE R ........               
Brachypodium_distachyon_(XP_003578665)             212               H                                          GH H                                                                                                     VIL   LPM P        A LMWNY EVM IV       CV     A     GG   D         GVHH TLE ALE     P  T AYG I AY D RL L G    RM     M F                       RDASERRQN   CS    D GAA...SP A     D   A  RQY...N  .KACF   D K  HSV S.......H    R   A   CP... G. T   N E  P .  L V S..D  .ADTE C QTM.....               
Setaria_italica_(XP_004956177)                     212               H                                          GH H                                                                                                     VII   LPM P  S     A LMWNY EVM IV       CV     A     GG   D         GVHH TLE ALE     P  T AFG V VY D RL L G    RM     I F                       QDASTLHQN   CS    D GA ...SP A     D   A  HRY...N  .KACF   D K  HSV S.......H    R   A   CP... G. S   H E  P .  L V S..D  .ANTE H ........               
Oryza_brachyantha_(XP_006665015)                   213               H                                          GH H                                                                                                     VII   LPM P        A LMWNY EVM VV       CV     A     GG   D         GVHH TLE ALE     P  T AFG I VY D KL L G    KM     M F                       HNASLCGQN   CS    D GSA...SF A     D   A  HQY...K  .KACI   D T  HSL S.......H    R   A   CP... G. S   H K  P .  L V S..D  .ADTE C EL......               
Cicer_arietinum_(XP_004501865)                     208               H                                          GH H                                                                                                    KVVV   LPL P          LLWNY EVM LI       CV     A     GGY  D         GVHH  LE ALE     P  T AFG V VY D RI L G    RM     M F                       QDATKLKQ    SS    D CAA...TEEA     D   N  HKY...N  .KVCL   D K   SI S.......H    RV  A   CP... G. D   S Y  D .  S V I..D  .ASTD Y SHQ.....               
Glycine_max_(XP_003526992)                         209               H                                          GH H                                                                                                    KVVV   LPL P          LLWNY EVM LI       CV     A     GGY  D         GIHH   E ALE     P  T AFG I VY D RI L G    RM     M F                       LESTNLKQ    CC    H GAA...TEET     D   N  HRY...N  .KVCL   D K   SI S.......H    RVF A   CP... G. D   Y D  D .  S V T..D  .KSTE D TPPS....               
Medicago_truncatula_(XP_003601154)                 208               H                                          GH H                                                                                                    KVVV   LPL P  T       LLWN  EVM LI       CV     A     GGY  D         GVHH  LE ALE     P  T AFG V VY D RI L G    RM     M F                       QDATKLKQ    TC    D CA ...SEEA    CD   N  HRY...S  .KAVL   D K   SI S.......H    RV  A   CP... G. D   S Y  D .  S V T..D  .ANTD H DHQ.....               
Sorghum_bicolor_(XP_002444598)                     215               H                                          GH H                                                                                                   EKAVV   LPV P          LMWNY EVM VV       CV V   A     GGY  D         GVHH TLE ALE     P  T AFG V VY D RL L G    RM     M                         RRAAGRG     CS    H GAA...SPTG     G   D  RRHG..G  . ACL   D K   AV D.......R    R   A   CP... G. D   H E  P .  R V S..D  .ATTE LLTSSNELAS               
Prunus_persica_(XP_007209343)                      211               H                                          GH H                                                                                                    KVVI   LPL P  S       LLWNY EVM VV       CV     A     GG   D         GIHH  LE ALE     P  T AYG I VY D KL L G    RM     M Y                       KEATKLKH    CC    D GS ...AKEA     D   S  HQY...N  .KVCL   D K  HSV S.......H    RV  A   CP... G. D   Y D  D .  E T T..D  .KSTD L NPQADLQD               
Malus_domestica_(XP_008392881)                     212               H                                          GH H                                                                                                    KVVI   LPL P  S       LLWNY EVM VI       CV     A     GG   D         GIHH  LE ALE     P  T AYG I VY D KL L G    RM     M F                       QEATSLQQ    CC    D GV ...TKEA     D   S  HRY...N  .KVCL   D K  HAV S.......H    RV  A   CP... G. D   Y D  D .  S N T..D  .ASTD L NPQAHLQD               
Phaseolus_vulgaris_(XP_007138003)                  211               H                                          GH H                                                                                                    KVIV   LPL P        A LLWNY EVM LI       CV     A     GGY  D         GIHH   E ALE     P  T AFG I VY D RI L G    RM     M F                       LDATKLKQ    CC    D GAA...SK T     D   N  HRY...N  .KACL   D K   SI S.......H    RVF A   CP... G. N   Y D  D .  S V T..D  .ESTD T GPLS....               
Cucumis_melo_(XP_008439034)                        220               H                                          GH H                                                                                                    KVIV   LPL P  T     A LLWNY EVM LI       CV     A     GGY  D         GIHH  LE ALE     P  T AFG V VY D  L L      RM     M F                       KEATHLKQ    CC    H GA ...SF A     D   D  HKY...N  .KVCL   D K   AI S.......H    RV  A   CP... G. D   Y D  N .G Y TAT..D  .SSSK L DSNQTCDH               
Eutrema_salsugineum_(XP_006413391)                 205               H                                          GH H                                                                                                    KVIV   VPM P        A LLWNF EVM VI       CV           GGY  D         GVHH  LE ALE     P  T  FG I VF   KL L G    RM                               QEATKSNQ    CG    S GVA...SK A     D   S  HKY...D  .KVCLS  D K   FV S.......H    RC  A   CP... G. YS  H D  EN.  S V T..D  .QSTDF..........               
Amborella_trichopoda_(XP_006853023)                212               H                                          GH H                                                                                                    RVVV   LPL P          LLWNY EVM II       CV           GGY  D         GVHH  LE ALE     P  S AFG M VY D RL L G    RM     M F                       QDATMCEQ    CC    D GAA...CEEA     D   N  HRF...K  .KACIS  A E   SI S.......H    RV  A   CP... G. D   Y D  H .  S V T..D  .KSTE A ES......               
Physcomitrella_patens_(XP_001753747)               208               H                                          GH H                                                                                                    KVII   LPM P  S       LLWNY  VL VV       CV V   A     GG   D         GVHH  LE VLE     P  S AYG V VF D HL L G    RM     M F                       REAQEAQQ    CC    D GA ...FPSA     DA  A  HKF...N  . ACF   A E  HSV S.......H    HV  A   CP... G. D   Y N  S .  S C T..D  .RSYD N QSSGMHPS               
Solanum_lycopersicum_(XP_004236274)                210               H                                          GH H                                                                                                     VIV   LPL P  S     A LLWNY EVM VI       CV           GG   D         GVHH  LE ALE     P  T  FG I AF D RL L G    RM     M F                       QEATKLNQN   CC    D GA ...SL A     D   D  HRY...S  .KVCMG  D K  QSV S.......H    RV  A   CP... G. DS  H D  D .  L F T..D  .KSTE V RH......               
Fragaria_vesca_vesca_(XP_004299150)                211               H                                          GH H                                                                                                    KVVV   LPL P  S       LLWN  EVM VI       CV     A     GG   D         GVHH TLE ALE     P  T AYG I VY D KL L G    RM     M F                       QEATELKQ    CC    D GA ...SKEA    CD   G  HRY...N  .KVCL   D K  HAI S.......H    R   A   CP... G. D   Y D  D .  S T T..D  .ASTD Q NPQSDFRE               
Citrus_clementina_(XP_006439942)                   211               H                                          GH H                                                                                                    KVVV   VPL P          LLWN  EVM VI       CV     A     GG   D         GIHH  LE ALE     P  T AFG I AY D RL L G   GRM     M F                       QDATKLNQ    CC    D GSA...SPEA    CN   D  HRY...N  .KVCL   D Q  HSI T.......H    RV  A   CP... G. D   H D  D .  S V T..   .QSTD C TP......               
Ricinus_communis_(XP_002511304)                    211               H                                          GH H                                                                                                    KVVV   LPL P  S       LLWNY EVM VI       CV           GG   D         GVHH S E ALE     P  T AYG I VY D R  L G    RL     M F                       QDATKLKQ    CC    D GV ...CPEA     E   N  HQY...N  .KVCLS  D K  HSI S.......H    R F A   CP... G. D   C D  D . WV F T..D  .ESTD R DP......               
Vitis_vinifera_(XP_003634217)                      211               H                                          GH H                                                                                                    KVVV   LPL P          LLWNY EVM VI       CV           GG   D         GIHH  LE ALE     P  S AFG I VY D RL L G    RM     M F                       QDATKLKQ    CC    D GTL...SPEA     D   D  HKY...N  .KVCLS  D K  HSI S.......H    RV  A   CP... G. D   Y D  D .  T S T..D  .ESTD I NP......               
Selaginella_moellendorffii_(XP_002980219)          203               H                                          GH H                                                                                                   ERVII   IPI    T       LLWN  EVL VI       CV V   A     GG   D         GI H  LE VLE     P     FG V VY D RL L G   GRM     V F                       REAEDRN     AC    LRES ...YDDT    AE   R  HRYD..R  . ASL   K D  EGV E.......K  P RV  A   CP... G.ENS  R D  E .  E L T..   .RSAT F R.......               
Arabidopsis_lyrata_lyrata_(XP_002867649)           204               H                                          GH H                                                                                                    RVIV   VPM P        A LLWNF EVM II        V           GGY  D         GVHH SLE ALE     P  T  FG I VY   KL L G    RM                               QDATNSNQ    CG    S GVA...SK A     D   N  HKY...DS .KVCLS  D K   FV F.......H    R   A   CP... G. YS  Y D  EN.  S V T..D  .PSTDFES........               
Arabidopsis_thaliana_(NP_974609)                   204               H                                          GH H                                                                                                    RVIV   VPM P        A LLWNF EVM II        V           GGY  D         GVHH SLE ALE     P  T  FG I VY   KL L G    RM                               QDASNSNQ    CG    S GVA...SK A     D   N  HKY...DS .KVCLS  D K   FV S.......H    R   A   CP... G. YS  Y D  DN.  S V T..D  .QSTDFEN........               
Populus_trichocarpa_(XP_002318685)                 211               H                                          GH H                                                                                                    KVIV   LPL    S       LLWNY EVM VI       CV           GGY  D         GVHH S E ALE     P  T AYG I VY D  L L G    RI     M F                       QDATKLKQ    CC    DVVA ...SQEA     D   N  HQY...N  .KACLS  D K   SV S.......H    R F A   CP... D. D   H D  D .G L F T..D  .QSTE C NP......               
Capsella_rubella_(XP_006284164)                    204               H                                          GH H                                                                                                    RVIV   VPM P        A LLWNF EVM II        V           GGY  D         GVHH SLE ALE     P  T  FG I VY    L L G    RM                               QDASNSNQ    CG    S GVA...SK A     D   G  HKY...DS .KVCLS  D K   FV S.......H    R   A   CP... G. YS  Y D  EN.T S V T..D  .QSTDFEI........               
Theobroma_cacao_(XP_007037771)                     213               H                                          GH H                                                                                                    KVIV   LPL P  S       LLWNY  VM VI       CV     A     GG   D         GIHH  LE ALE     P  T AYG I VY    L L G    RM     I F                       QDATNLKQ    CC    D SA ...GQEA     DQ  D  HRY...K  .KVCL   D E  HSI S.......H    RV  A   CP... G. F   Y D  DN.M S V T..D  .KSTN S HP......               
Guillardia_theta_CCMP2712_(XP_005836821)           211               H                                          GH H                                                                                                     VII   I V P          LVWNY DLL M        CV V         GGY  D         GIHHVTV   LE     P  S AYG V VY D RL L G   G V     M F                       AEAEEAGQV   LS  S H ESCS...QSC     Q   Q FQSS...S  . AVFS  D K   AV E.......Y       QSP  CL... E. S   T H  Q .  R Q R.. D .PSRE W RSSKTHQH               
Phytophthora_infestans_T30-4_(XP_002909275)        220               H                                          GH H                                                                                                   E VVI   VPI P  S     A LLWNY EVL LI       CV            GY            GVH V  D ILE     P    A   V VF D KL V G   GKI     L F                       VEATEAG N   FT    H ST P..TP S     P   E  RRF...P  .RVVFS  S AD  VYAH..EGMHNR   F VC A   CS... S.ET HAL H  E .  V Q Y..   .PTRE R PTDNTLSE               
Coccomyxa_subellipsoidea_C-169_(XP_005650670)      208               H                                          GH H                                                                                                    RVIL   L L P        A LLWNY EVL A         V V          GY  D         GVHH  L  VVE     P     FG I VF D RL L G    RL     M F                       AAAAAGGQ    CC  A H GTC...PG C     E   Q CWQA...GN . ATFS  A ED  AV E.......H    RV SA   TA... G.RDC  I S  S .  E Q F..D  .ASAT Q CAEFCAEP               
Chlorella_variabilis_(XP_005846013)                275               H                                          GH H                                                                                                   ERAIV   L   P        A LLWNY EVL VL        V V   A      GF  D         GIRH     VLE     P     YG V VF D  I I G                                     ESAAAAG     AC  CFH ATC...PG C     D   Q  QRYP..GT . GTL   A AD  AA E.......A    RVCKA   TP... G.REC  I E  A .A R N V..DTF.ASEEWPLAPLGPPTA               
Phaeodactylum_tricornutum_CCAP1055_(XP_002176934)  222               H                                          GH H                                                                                                   EKVIV    PI P  T     V LIWNY  VL  L        V V         GGY  D         GIH    E ALE           Y  I MY D RL V G   G                                 QQAREAN     LS Q  L AS ...SP C     QQ  ST RRYK..DV . ASFS  A K   DR P......VS   FRVF A   NA...DP.DKT AF D  E .  S R I.. NC.KSASY..........               
Thalassiosira_pseudonana_CCMP1335_(XP_002288851)   199               H                                          GH H                                                                                                   EKVIV    PI P  T       LIWNY DVL IL        V I         GGY  D         GIH  TLE VLE           Y  V IW D RM V G                                     QSAKANG     LS Q  H CS ...FPTC     E   S  RKYS..NV . ASFS  A K   IR E......ES   FR   A   SA...DP.IRT AM D  E .  V R ......................               
Perkinsus_marinus_ATCC50983_(XP_002774613)         270               H                                          GH H                                                                                                     VII   V L P  T       LLWNY  VL  I       C      A       Y  D         GVHHLTL   LE          I   V    D  I V P   G I     L                         ETCHHRNTN   FS  I H DA RNHNCRG     DK  ES YEF...P T.RLVL   I NEV HL .......DH       PSP  SI...KDECS VAE MTSG .. H V Q.. D .TERL LHQELR....               
Emiliania_huxleyi_CCMP1516_(XP_005775768)          262               H                                          GH H                                                                                                   DRIVV   LPM            LLY   EAL LL          V   A     GGY  D         GIHHVTL   L            FG V V  D RL L G   G       L F                       RAAVARD     LS    YEPAAS...ART   DAD   A  QAEG..GGRV AVL   L R   AA E.......S       QSP NYR...D....S  H D HA .  E I APG EF.ISRT P PAKAARCP               
Cyanidioschyzon_merolae_strain10D_(XP_005538214)   292               H                                          GH H                                                                                                   E VIV   VPI P          LLWNY EVM L         V     A     GGY            GIH ITL  VV           AY  L L     A L G   GRV     L F                       AEARTRQ F   AG    A QSAA...PSL     E   A FRVY...RD VKLVL   E D   AQVD........   Y   HG  NCT...DGDDN  AI E VGHSF R H F..   .ESRL L DASP....               
Ostreococcus_tauri_(XP_003081158)                  248               H                                          GH H                                                                                                   EKVLI   L V P  T       LMW Y ELL II       CV           G              G   I ME  M            F  V VY D  I   G   GR        Y                       RSAAASG     LT  L H DS AKRSGKT   D D   E  ESDDAKG  .KCVIS  Q E TRWRCE......KT TYY G  SP LAE...DASPGP AI N  D .E VFE Y..  NEDSKMFP DAKS..PP               
Ostreococcus_lucimarinus_CCE9901_(XP_001419532)    220               H                                          GH H                                                                                                   EKVLI   L I P  T       LMW Y EIL II       CV           G              GVH I ME  M            F  V VF D  I   G   GR                                RAASAAD     FS  L H HS AKRSGKT   D D   E  EAEETRG  .KCVVS  Q E TKWQCE......KT   Y G  SP LAM...DVSPGP AI E  D .E VFK Y..  NEDS.............               
Micromonas_sp.RCC299_(XP_002506061)                243               H                                          GH H                                                                                                   ERVIV   L V P  T       LIWNY DVL AV        V A         GG             G H V ME  M      P     F  V A     L M G   GK                                SEAEAND     FS  L H ET ANGSGRT     Q   D  EDERWGKN . AVVS  Q E  LYTN.......DN T F V  SP LAE... GQPGP CV E SSG.G R I Y..  GPNSKIFGAEEGEQYPP               
Bathycoccus_prasinos_(XP_007510808)                308               H                                          GH H                                                                                                   EKVLI   L V P  T       LLWNY EVL VI       CV           GG   D         G H V LE  M            F  V V     V M G   GR        Y                       KSSKENE     FC  L H KT .SGTGRT     D   E  QKVGD.G  .KCVFS  Q E  VHV .......EL T F V  SP LASDEDKGHPGP CV E NET.S L K F..  SFESRLFP EEGLENVE               
Micromonas_pusilla_CCMP1545_(XP_003056634)         236               H                                          GH H                                                                                                   ERVVV   L V P  T       LLWNY  VL VL        V           GG             G H V ME  M      P                                                          IAAKASE     FS  L H AS AKGSGRT     DA  A  EDDAYAAN .SAVVS  Q E  LHTS.......EA T Y V  SP LAT... G..........................................               
Trypanosoma_cruzi_strain_CL_Brener_(XP_808173)     220               H                                          GH H                                                                                                     VLV    PM P           LWN  EVV LL       CV A                         IH V    IV            WG I AY    L L G             Y                       EYASKQKMV   FC F  Y YDD.....ELN   DV   R  SNY...S  . AVIS  T RWEHEQLVVAHKNGEFT  F KFGG  QSP......FTS  F E  EK.E H H L..N...FGRVFD RLPIRGVP               
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Homo_sapiens_(NP_064618)                             1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQFADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPNPEALSDSSER                  F  QGTRR    H  LH QG  ED  NES.......................SMPCC           NAQYN............A KKS EL  DM KR..LK.V  H TW ..   F
Tarsius_syrichta_(XP_008048960)                      4                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPKPEAPSESSER                  Y  QGNRR    H  LH QG  ED  NES.......................STPCC           NAQYE............V EKS EL  DT KK..LK.V  H TW ..   F
Callithrix_jacchus_(XP_002747965)                    1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPNSEDLNENSEH                  F  QGTRR    H  LH QG  ED  NES.......................STPCC           NAQYN............A EKS EV  DT KK..LK.V  H TW ..   F
Equus_caballus_(XP_001503332)                        1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPNPGTLSESSEP                  Y  HGSRR    H  LH RG  EH  EES.......................SAPCC           NAQYK............A EKS EL  ST QT..LK.A  H TW ..   F
Ceratotherium_simum_simun_(XP_004433111)             1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDQPNPGTLSESSEL       T          Y  SGSRR    H  LH QG  EH  KES.......................SPPCC           NAQCK............A EKS EV  NT QR..LK.V  H TW ..   F
Balaenoptera_acutorostrata_scammoni(XP_007175345)    1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  IM  F        PV H       E MDAKPEPGPLSESSEL                  Y  QGSRR    H  LH QG  EH  KES.......................SPPSC           NAQYK............A EKS EL  NT QR..LK.V  H TW ..   F
Vicugna_pacos_(XP_006216238)                         1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VL  F        PV H       E MDDKPDPGPLS.ESSE                  Y  QGSRR    H  LH QG  EH  KES.......................SPPCC           NAQYK............A EKS EL  NT QM..LK.V  H TW ..   F
Dasypus_novemcinctus_(XP_004483191)                  1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  IM  F        PV H       E MDDKLKPGILNESSEL                  Y  QGNRR    H  LH QG  ED  KES.......................RAPCC           NAKYK............A EKS EL  NT KM..LK.V  H TW ..   F
Tupaia_chinensis_(XP_006156484)                      1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPNPGTLRENSER                  Y  QGNRR    H  LH QG  ED  AES.......................STPCC           NAQYK............K EQA EL  NV KM..LK.V  H TW ..   F
Ailuropoda_melanoleuca_(XP_002921236)                1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AV  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPNPGTLTENSEV                  Y  QGNRR    H  LH RG  KH  TES.......................SLPRC           NAQYK............A EKS EL  NT QM..LK.V  H TW ..   F
Ictidomys_tridecemlineatus_(XP_005332938)            1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGF                  S   L  VM  F        PV H       E MADKANPGTLTDNSER                  Y  QGSRR    H  VH QG  ED  KES.......................SMPCC           NAQYK............T EES EV  NT KM..LK.V  H TW ..   F
Otolemur_garnettii_(XP_003791136)                    1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPNPKTSSESSER                  Y  HGNRR    H  VH QG  DD  TQS.......................STLSC           NAQHK............A ETS EL  NT QK..LK.V  H TW ..   F
Pteropus_alecto_(XP_006922458)                       1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYA LEDG NY      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPSPGTLNENSEF             N    Y  QGNRR    H  LH QG  EH  KER.......................ILPCC           NAQYK............A EKS EL  NV QM..LK.V  H TW ..   F
Felis_catus_(XP_003996343)                           1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPSPGPLSETSEF                  Y  QGNRR    H  LH QG  EH  TEG.......................SPPRC           NAQYK............A EKS EL  NT QM..LK.V  H TW ..   F
Eptesicus_fuscus_(XP_008151669)                      1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYA LEDG NY      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPSPGAVSESSEH             N    Y  QGTRR    H  LH QG  EH  KES.......................SPPCC           NAQYK............A EKS EL  NV QR..LK.V  H TW ..   F
Loxodonta_africana_(XP_003416981)                    1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E ..MDDQPGTLRESSEL                  Y  QGNRR    H  LH QG  ED  NEG.......................NIPCC           NAQYQ............A EKS EL  NT ET..LK.V  H TW ..   F
Heterocephalus_glaber_(XP_004887219)                 1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  VIDGY                  S   L  VM  F        PV H       E MAEKPNPGTPSDSSEW                  Y  QGSRR    H  LH MG  EE  KES.......................SMPCC           NAQYK............T EKS EL  NT QM..LK.V  H TW ..   F
Ovis_aries_(XP_004012759)                            1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDYKPEPEPLSESSKR                  Y  QGNRR    H  LH QG  EH  QES.......................SPPRC           NAQYK............A ERS ER  NT QM..LK.V  H TW ..   F
Canis_lupus_familiaris_(XP_005620111)                1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E ..MDDKPGTLSENSEL                  Y  QGNRR    H  LH RG  EH  TEG.......................RLPCC           NAQYK............A EKS EL  NT QM..LK.V  H TW ..   F
Trichechus_manatus_latirostris_(XP_004376030)        1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  W                                VLQL  IIDGY                  S   L  VM  F        PV H       E MDDQPDPETLNENSEL                  Y  QGNRR    H  HH QD  ED KKES.......................NIPCC           NAQYQ............A EKS EL  NT EM..LK.V  H TW ..   F
Oryctolagus_cuniculus_(XP_002718985)                 1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLDDG NF      YYR SL  L  AI  WN                               VLQL  VIDGY                  S   L  VL  F        PV H       E MDEKSNPGTLSESSEC                  Y  QGSRR    Q  LH QD  EE  KES.......................SRPCC           NAQYK............A EKA EL  NT ET..LK.V  H TW ..   F
Chrysochloris_asiatica_(XP_006878472)                1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLDDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VI  F        PV H       E MDDKHHPGTLCESSEH                  S  HGTRR    H  LH QG  ED  QEA.......................SAPCC           NAEQQ............A EKS EL  NT KM..LK.V  H TW ..   F
Bos_taurus_(NP_001096749)                            1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDYKPEPELLSESSER                  Y  QGNRR    H  LH QG  EH  QER.......................SPPRC           NAQYK............A EKS ER  NT QM..LR.V  H TW ..   F
Orycteropus_afer_afer_(XP_007946235)                 1                         D                 R                                                    GD                                                 G  NH                  VFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKLNAGTPSESSEL                  Y  HGTRR    H  LH QG  ED  KEE.......................NIPCC           NAQYH............T EKS EL  NT KM..LK.V  H IW ..   F
Elephantulus_edwardii_(XP_006898627)                 1                         D                 R                                                    GD                                                 G  NH                  LFSFGIIA IQYADLEDG NF      YYR SL  L  AV  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKPDPGTLTEGAEL                  Y  HGSRK    H  LH QG  ED  KE.........................VPCC           NAQYQ............T EKS EV  NT KL..LK.V  H TW ..   F
Chinchilla_lanigera_(XP_005399415)                   1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MAEKPDPGTLRDRSEW                  Y  QGSRR    Q  LH TG  EE  KES.......................SMPCC           NARYK............T EKS DL  NT QM..LK.V  H TW ..   F
Jaculus_jaculus_(XP_00466313)                        1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MAEKLNPDTQTDGSEH                  Y  RGNRR    H  LH QG  ED  KEG.......................SMPCC           NAQHR............A EAS ER  NT HM..LK.V  H TW ..   F
Mustela_putorius_furo_(XP_004760213)                 1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDVKPEPGILSENSEV                  Y  QGNRR    H  LH RG  EH  TED.......................RPPRC           NAQYK............V EKS EL  NT QM..LK.V  H TW ..   F
Octodon_degus_(XP_004635818)                         1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NY      YYR SL  L  AI  WN                               VLQL  VIDGY                  S   L  VM  F        PV H       E MAEKLDPETMRDSSEW                  Y  QGSRR    Q  LH TG  EE  KES.......................SMPCC           NAQYK............T EKS ER  NT QM..LK.V  H TW ..   F
Condylura_cristata_(XP_004685138)                    1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AV  WN                               ILQL  IIDGF                  S   L  VM  F        PV H       E MEAKTNPGTQNENSEL                  Y  QRTRR    H  LH QG  EE  QNS.......................TPLCC           NAQHN............A EKS EL  NT QT..LK.V  H TW ..   F
Microtus_ochrogaster_(XP_005349907)                  1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NY      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MAEKLDPDALSDGSEP                  F  QRSRR    H  VH QG  ED  KES.......................IMPCC           NAQYK............V EKS EV  NT KL..LK.A  H TW ..   F
Cavia_porcellus_(XP_003466206)                       1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  VIDGY                  S   L  VM  F        PV H       E MAEEPDPEAPRDSSEW                  Y  QRNRR    H  RH QS  EE  KEG.......................IVPCC           NAQCK............T EKS EL  DA QL..LQ.V  H TW ..   F
Rattus_norvegicus_(NP_001009246)                     1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MADKPDPSSPADGPEP                  Y  QRSRR    H  VH QG  ED  KES.......................SMPCC           NAQYK............V EKS EL  NT QM..LK.V  H TW ..   F
Mesocricetus_auratus_(XP_005067665)                  1                         D                 R                                                    GD                                                 G  NH                  LFSFGIIA IQYADLEDG NY      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MAEKLDPDALADGSEP                  F  QRSRR    H  VH QG  ED  KEN.......................SLPCC           NAQYK............V EKS EL  NT QM..LK.V  H TW ..   F
Ochotona_princeps_(XP_004594946)                     1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYA LEDG NF      YYR SL  L  AI  WN                               VLQL  VIDGY                  S   L  VM  F        PV H       E MDNKANPGALGERSDY             N    Y  QGNRR    Q  LH QD  QE  NER.......................VSPSC           NAQYR............T EKS ER  NI ET..LK.V  H TW ..   F
Mus_musculus_(NP_079786)                             1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NY      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MADKLVPSSPADASEP                  Y  QRSRR    H  IH QG  ED  KES.......................SMPCC           NAQYK............V EKS EL  NT QM..LK.V  H TW ..   F
Echinops_telfairi_(XP_004709402)                     1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WT                               VLQL  LIDGY                  S   L  VM  F        PV H       E MDDQSDPGPLREGSKA                  F  FGTRK    H  LH QG  DD  REG.......................RVPGF           NAQHQ............T EKS EL  NT KM..LT.V  H AW ..   L
Peromyscus_maniculatus_bairdii(XP_006973577)         1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NY      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MADELDPDALADGSEP                  F  QRSRR    H  VH QG  ED  KER.......................RPPSC           NAQYK............V EKS EL  DT KM..LK.V  H TW ..   F
Sorex_araneus_(XP_004604044)                         1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGY                  S   L  VM  F        PV H       E MDDKLNPETQNENSEV                  Y  YRNRR    Q  LH QS  DH  KES.......................STPCC           NAQFN............A ESS EL  NT QT..LK.V  H TW ..   F
Erinaceus_europaeus_(XP_007523670)                   1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  LVDGY                  S   L  VL  F        PV H       E MDDEPKPATQLHNSEP                  Y  QRSRR    H  LH QG  EE  RES.......................TSPCC           NAQHN............T ETS GH  ST QM..LQ.A  H VW ..   F
Sarcophilus_harrisii_(XP_003770686)                 12                         D                 R                                                    GD                                                 G  NH                   FSFGVI  IQYADLEDG NF      YYR SL  L  AI  WN                               VLQL  IIDGF                  S   L  VL  F        PV H       E EISESIPGTIDGISEPC      S          Y  LRTKM    Y  RH QG  EE  EES.......................NHLFF           NAQYK............A EES KN  KE KK..LR.A  H TW ..   F
Monodelphis_domestica_(XP_001380668)                65                         D                 R                                                    GD                                                 G  NH                   FSFGVIA IQYADLEDG NY      YYR SL  L  AI  WN                               VLQL  LIDGF                  S   L  VI  F        PI H       E ESLESSSGAIEGISEPY                 Y  LRTRR    Y  HH QG  EE  EES.......................SHPSF           NAQYK............M EES KN  KE KK..LR.P  H TW ..   L
Chrysemys_picta_bellii_(XP_005305175)                3                         D                 R                                                    GD                                                 G  NH                   FSFGVIA IQYADLEDG NF      YYR SL  L  AV  WN                               VLQL  IIDGF                  S   L  VM  F        PI H       E ETPTWRRGSLTGNSELC                 Y  WGSRR    H  HL QS  DE  KED.......................SQLEF           NAQHK............T ESA RR  NK KK..LR.I  H TW ..   L
Python_bivittatus_(XP_007422917)                     1                         D                 R                                                    GD                                                 G  NH                  LFSFGIIA IQYADIEDG  F      YYK SL  L  AI  WN                               VIQL  IIDGF                  S   L  VM  F        PV H       E ...............A                  YD LGIHR    H  CC QN  ED  GTG.........................VQF           NAQHK............T EKA QE  KE KK..LS.A  H IW ..   L
Melopsittacus_undulatus_(XP_005141488)               1                         D                 R                                                    GD                                                 G  NH                  LF FGVIA IQYADAEDG  F      YYR SL  L  AV  W                                VLQL   IDG                   S   L  VL           PV H       E ..........MEAVPP  C               YD LGRRR    H  NL RA  EA ATEK.......................PPLAF      S   LNARSG............Q ERA EQ  AALGR..LP.V  H AW ..   L
Callorhinchus_milii_(XP_007887052)                   7                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYAD EDG NY      YYR SL  L  AI  WN                               VLQL  IIDG                   S   L  VL           PV H       E EALRRMTDRAQRSTEL              T   F  TGTRQ    S  DL RS  RD  REA.......................PPPVF          CNSRQK............T ARA RA  AELTR..CR.C  H VW ..   F
Latimeria_chalumnae_(XP_006011487)                   1                         D                 R                                                    GD                                                 G  NH                   FTFGVIA IQYADIEDG NF      YYR SI  L  AV  WN                               ILQL  VIDGF                  S   L  AI  F        PV H       E .....MGTEAENDLQLC                 Y  SRSRK    N  NL RN  AK  KET.......................VQPKF           NAEHK............A EKA QT  EE NI..CT.V  H IW ..   F
Anolis_carolinensis_(XP_003217222)                   1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADLEDG  F      YYR SL  L  AV  WN                               ALQL  VIDGF                  S   L  VL  F        PV H       E ............MDEA                  YD LGIQK    H  CH QK  EE  GRE.........................VQF           NAQHK............M ERA EI  KE QK..LK.A  H IW ..   L
Lepisosteus_oculatus_(XP_006635183)                  1                         D                 R                                                    GD                                                 G  NH                  LFTFGVIA IQYADI DG NF      YYR SL  L  A   W                                ILQL  IIDGF                  S   L  VI            I H       E .........MDDGKQP               G  F  LHTRK    N  TL RR SQK RSEA.......................VQPSF           NKQHD............A EKA QT  NELQQ..CN.IE H IW ..   F
Alligator_mississippiensis_(XP_006277831)            1                         D                 R                                                    GD                                                 G  NH                   F FGVIA VQYADVEDG NF      YYR  L  V  AV  WN                               VLQL  LIDG                   S   L  VL           PV H       D .........MGDAPAPR C               Y  GRTAR    RG GR RS  RA  GER.......................GRLAC          LNAQRG............A EPA RA  GELGH..LR.A  H AW ..   L
Pseudopodoces_humilis_(XP_005531019)                 1                         D                 R                                                    GD                                                 G  NH                     FGVIA IQFADAEDG  F      YYR SL  L  AV  W                                VLQL   IDG                   S   L  VL           PV H       E ...........MQAAPRVA               HD GGCRR    H  RL RE  RA AGES.......................PPIDF      S   QNAGRG............E ESA QQ  EVLGQ..LS.V  H AW ..   L
Ficedula_albicollis_(XP_005055943)                  41                         D                 R                                                    GD                                                 G  NH                     FGVIA IQFADAEDG  F      YYR SL  L  AV  W                                VLQL   IDG                       L  VL           PV H       E ....ENQEKVIVMAAPRLA               YD GGCRR    H  RL RE  RE ADES.......................PPVDF      S   QNARRG............EAESA QQ  EVLGQ..LS.V  H AW ..   L
Taeniopygia_guttata_(XP_002187031)                   1                         D                 R                                                    GD                                                 G  NH                    SFG LA I FAD EDG         YYR SL  L  AV  W                                VLQL   IDG                       L  VL           PV H       E ..........MHNARICL   F    H   S   LDIVGCRR    H  RL WE  RE AGES.......................PPIDS      C   QNARRG............EAESA QQ  EVLGQ..LS.V  H AW ..   L
Xenopus_(Silurana)_tropicalis_(NP_001008013)         1                         D                 R                                                    GD                                                 G  NH                   FTFGIIA IQYADMD   NY      YYR SL  L  AV  W                                ILQL  IIDG                   S   L  VL              H       E .......MESKRMEEPY               NRF  LKTSM    N  TQ KA  EE AMES.......................IKPAF          INTKDK............S KTA ER  VEMDK..LP.IQFH VW ..   F
Xenopus_laevis_(NP_001080428)                        9                         D                 R                                                    GD                                                 G  NH                   FTFGIIA IQYAD D   NY      YYR SL  L  AI  W                                ILQL  IIDG                   S   L  VL              H       E .QKLQRIVQSKRMEEPY             K NRL  LKTSM    N  TQ KV  KE ATES.......................IKPKF          VNTKDN............S TIA ER  EEMDK..LP.IQFH VW ..   F
Astyanax_mexicanus_(XP_007257279)                    1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQFAD DDG NF      FYR SL  L  A   W                                ILQL  IIDGF                  S   L  VL  F         V H       E ..MTAPALMENGGPPP              K   F  LRTRK    N  QI KN SRC EEEEE....................PERRPAF           NRELS............A ERA QT  DE SS..CS.AK H VW ..   F
Cynoglossus_semilaevis_(XP_008313435)                1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADIEDG NF      FYR SL  L  A   WS                               VLQL  LIDGF                  S   L  VL           PV H       E ........MEESDSVP                  F  TRTRQ    S  EL ER QKH  EET.......................PRPRF           NRIHE............A EKA DT  SRLSPGPAD.I  H VW ..   F
Poecilia_formosa_(XP_007561577)                      1                         D                 R                                                    GD                                                 G  NH                  LFTFGVIA IQYADIDDG NF      YYR SL  L  AL  WS                               ILQL  VIDGF                  S   L  VM  F         V H       E ......MDLCPQQPAP                  F  SRTRK    S  KL QN  ES  DSA.......................VKPDF           NKPNG............A QRA DT  RE AS..CP.VK H VW ..   F
Xiphophorus_maculatus_(XP_005811234)                 1                         D                 R                                                    GD                                                 G  NH                  LFTFGAIA IQYADIDDG NF      YYR SL  L  AL  WS                               ILQL  VIDGF                  S   L  VV  F         V H       E ......MDLCPQQPAP                  F  SRTTK    S  QL RN  ES  RSA.......................VRPDF           NKPSG............A QRA DA  RE AS..CP.VK H VW ..   F
Stegastes_partitus_(XP_008294923)                   34                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA IQYADIDDG NY      YYR SL  L  A   W                                ILQL  IIDGF                  S   L  VL            V H       E SGPKTPTMSDCPPQTP                  F  TRSHR    S  QL GN QKG CESA.......................VRPDF           NKRHG............A ERA DS  TELSC..CP.VE H VW ..   F
Takifugu_rubripes_(XP_003978324)                     1                         D                 R                                                    GD                                                 G  NH                  LF FGVIA IQYADIDDG NF      YYR SI  L  AL  WS                               ILQL  LIDG                   S   V  VL            A H       E .......MVDARPQQP  A               Y  QRTNR    S  EL RN  DS  KAA.......................VRPGF          HNKLLA............A DRA DA  KELCS.....VD H VW ..   F
Neolamprologus_brichardi_(XP_006797001)              1                         D                 R                                                    GD                                                 G  NH                  LFTFGVIA IQYADIDDG NY      YYR  L  L  A   WS                               ILQL  IIDGF                  S   L  VL            V H       E ........MDDCRQTL                  Y  TRTRR    SG QL RN RKS  ESA.......................VKPAF           NKPKD............A ESA DT  RELSS..CP.AE Y VW ..   F
Danio_rerio_(NP_956715)                              1                         D                 R                                                    GD                                                 G  NH                  VFTFGLIA VQYADIEDG NY      YYR SA  L  AV  W                                VVQL  IIDG                   S   L  VM            V H       E ............MEDP                  E  LRTRR    G  DL RD  LQ RRER.........................VQC          HNRRRD............A DRA DT  AELDA..CS.VD H VW ..   F
Branchiostoma_floridae_(XP_002607048)                1                         D                 R                                                    GD                                                 G  NH                  LFSFGIIA VQY DLDD  NF      YYR  L  L  AV  W                                VLQL  IIDGF                  S   L  VL  F        GV H       E ........MATTEERP            G    AM  TQTKK    NA YL RE  QH KEE........................NRIQF           NTRRK............N ENA RA  KE QD..TP.F  H IW ..   F
Saccoglossus_kowalevskii_(XP_002733257)              1                         D                 R                                                    GD                                                 G  NH                   FSFGLIA IQYAD DD  NY      YYR SL  L  AV  WN                               VIQL  LIDG                   S   L  V   Y         I H       E ........MASSKAPLH             H  RM  QQTQW    N  NH QE  YT  SEE......................NRNIEF          RNFEKG.........GTSE NRA HV SDA KS..FA.GR H TW ..   L
Crassostrea_gigas_(EKC29657)                         1                         D                 R                                                    GD                                                 G  NH                   F FGLIA VQYAD E G NF      FYR SL  L  AV  W                                VLQL  IIDG                   S   L  VL  F         V H       E MGNNSSAMADVSGRIPH K           S N F  SRTSE    K  TL EE  QH KQAK.........................VDC          KCRPEK............Q EKC QR  NQ NE..LQ.GD Y VW ..   L
Aplysia_californica_(XP_005093877)                   1                         D                 R                                                    GD                                                 G  NH                  V TFGIIA VQYAD EDG  F      FYR SL  V  AV  W                                ILQL  LIDG                   S   L  AL           PV H       E ......MSSNAAQEGP V            C   TD SKSRQ    N  NL KN  ND KSNS.......................DPVAF          KNKLGG..........ELA RKA KT  NPLNS..LR.I  Y VI ..   L
Lottia_gigantea_(ESP01423)                           1                         D                 R                                                    GD                                                 G  NH                  L TF AL  LQY   DDG NF      YYR SL     AV  W                                IV L  IIDGF                  S   L  VI  F         V H       E .......MTTFNKNQP V  A  S    GNF   Y  QKTKK    N  EIQKK  KQ KEMS.......................PEVEF  H        NKRHG............I QSS DW  KT EK.....FR Y LI ..   L
Helobdella_robusta_(ESN95834)                        1                         D                 R                                                    GD                                                 G  NH                  L  FGVI  L YAD D   NF       YR SL  L  AV  W                                VI L  VIDG                   S      IL  Y        P  H       E ................ IR    S  H   H PHP  EKTYL H  R  QF QN  KA ELDK.........................VGF  D       KNVAIK............Q LQAFEK  NV KS..LN.V DL VV ..   L
Oryza_sativa_Japonica_Group_(NP_001060698)           1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                                IN   IIDGY                  S   V  VL  F        P  H         MMAVTNGVIHASSREP               P  R  LGV.P    H  SV QR  ST  KQH........................NIKFS  F       CPK.............DK LWA QK  DE EK..FD.G TY MF ..  CL
Zea_mays_(NP_001130265)                              1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                                IN   IIDGY                  S   V  VL  F        P  H         MMAKANGAVHASTKEP               P  R  LGV.P    H  TV QR  NR  EQG........................NIKFS  F       CPK.............DK LWA QK  DE DK..FD.G TY MI ..  CL
Brachypodium_distachyon_(XP_003578665)               1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                                VN   IIDGF                  S   V  VL  F        P  H         MMPATNGLVHAYAKKP               P  R  LGV.P    H  SV QR  ST  KQG........................NIKFS  F       CPK.............DK LWA QK  DE DK..FD.G TY MF ..  CL
Setaria_italica_(XP_004956177)                       1                         D                 R                                                    GD                                                 G  NH                  MFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                                IN   IIDGY                  S   V  VL  F        P  H         MMSVANGVAAASAKEP               P  R  LGV.P    H  SV QR  NR  KHG........................NIKFS  F       CPK.............DK LSA QK  DE NV..FD.G TY MF ..  CL
Oryza_brachyantha_(XP_006665015)                     2                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                                IN   IIDGY                  S   V  VL  F        P  H         MAVTNGGVVHASSREP               P  R  LGV.P    H  SV QR  NS  KQQ........................NIKFS  F       CPK.............DK LWA QK  DE EK..FD.G TY MF ..  CL
Cicer_arietinum_(XP_004501865)                       1                         D                 R                                                    GD                                                 G  NH                  LFSFGLI  VQYADI DG SF      YYR SI  L  AV  WN                               VINL  IVDGF                  S   V  VV  F        PV H         ....MVSSTGVATAQP       S       P  R  LGV.P    H  LV QR  KE  THQ........................KHKF           CPK.............DQ INA KK  DE EM..FR.G  Y MI ..  CL
Glycine_max_(XP_003526992)                           1                         D                 R                                                    GD                                                 G  NH                  LFSFGLI  VQYADI DG SF      YYR SL  L  AV  WN                               VIN   IVDGF                  S   V  VV  F        PV H         ....MVSSNGLATSQP       S       P  R  LGV.P    H  LI QR  KE  SHQ........................RHKF   F       CPK.............DQ LDT KK  DE EM..FTGG  Y MI ..  CL
Medicago_truncatula_(XP_003601154)                   1                         D                 R                                                    GD                                                 G  NH                  LFSFGLI  VQYADI DG SF      YYR SI  L  AV  WN                               VINL  IVDGF                  S   V  VV  F        PV           ....MVSVAGVATTQP       S       P  R  LGV.P    H  LV QR  KE  SHQ........................KHKF           CPK.............DQ INA KK  DE EM..FR.G  YNMI ..  CL
Sorghum_bicolor_(XP_002444598)                       1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                                IN   IVDGF                  S   V  VV  F        PA H         MLAHPNGVVRPSAKEP               P  R  LGV.P    H  AV RR  QR  GEK........................SVRFC  F       CPK.............DR LAA QA  RE DG..FRGG  Y ML ..  CL
Prunus_persica_(XP_007209343)                        1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YYR SI  L  AV  WN                               VIN   IVDGF                  S   V  VV  F        PV H         .MGSTNGLAGAQGTQP       S       P  R  LGV.P    H  VV QR  KR  DQK........................RHNF   F       CPK.............DQ LDA RR  DK ED..FN.G  Y MI ..  CL
Malus_domestica_(XP_008392881)                       1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YYR SI  L  AV  WN                               VIN   IVDGF                  S   V  VV  F        PV H         MMGSTNGLTSVRGNQP       S       P  C  LGV.P    H  VV QR  QR  DQK........................KHKF   F       CPX.............DQ LNA RR  DG EN..FN.G  Y MI ..  CL
Phaseolus_vulgaris_(XP_007138003)                    1                         D                 R                                                    GD                                                 G  NH                   FSFGLI  VQYADI DG SF      YYR SI  L  AV  WN                               VIN   IVDGF                  S   V  VV  F        PV H         ..MVSSNGLATTTTQPR      S       S  R  LGV.P    H  LV QR  KE  TYQ........................KHMF   F       CPK.............DQ LDS RK  DE EM..FKGG  Y MI ..  CL
Cucumis_melo_(XP_008439034)                          8                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YYR SI  L  AV  WN                               VLN   IVDGF                  S   I  VV  F         V H         NMASANGIGSIQGKQP       S       P  R  LGT.P    H  LV KR  QS  NHQ........................KLKF   F       CPK.............DQ ISS KK  GE DN..FN.GL Y MI ..  CL
Eutrema_salsugineum_(XP_006413391)                   1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                               VINM  IVDGY                  S      LV  F        PV H         .......MMGSAARQP               P  R  LGT.P    N  LV QR  QT  HHG........................NLKF           CPK.............DQ LAATKK  TE ER..FE.G  Y MI ..  CL
Amborella_trichopoda_(XP_006853023)                  1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YYR SI  L  AV  WN                                V    IVDGF                  S   V  VI  F        PV           MMALTNGMVDAHVKQP       T       P  R  RGI.P    H  MV QK  KK  EHG........................KLKFS HF       CPK.............HE KNA EK  EE QE..FK.G  YNML ..  CL
Physcomitrella_patens_(XP_001753747)                 1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  IQYADIDDG SF      YYR     L  AV  WN                               AV    IVDGF                  S      IL           PV H         .....MKKEQSPQEKP       T          K  QGV.P    HASEV ER  DA  KHG........................NLAF  HF       CPK.............EQ KQAFER  SELAN..FERG  Y ML ..  CL
Solanum_lycopersicum_(XP_004236274)                  1                         D                 R                                                    GD                                                 G  NH                  L SFGVI  VQYADIDDG SF      YYR SV  L  AV  WN                               VLN   IVDGY                  S   V  IV  F         V H         .MGYANGLLCPLGKQP L     S          T  LGV.P    H  SV QR  KK  QE.........................KPKF   F       CPK.............DQ MIA KK  DE DK..FN.GT Y MI ..  CL
Fragaria_vesca_vesca_(XP_004299150)                  1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YYR SI  L  AV  WN                               VIN   IVDGF                  S   V  VV  F        PV H         .MGSTNGLASAHGKRP       S       P  R  LGV.P    H  VI KR  QK  EQK........................KHKF   F       CPK.............DQ LDA TK  KE EN..FS.G  Y MI ..  CL
Citrus_clementina_(XP_006439942)                     1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YYR SL  L  AV  WN                               VI    IVDGF                  S   V  VV  F        PA H         .MGSANGLASIQGKQP       S       P  R  IGV.P    H  LV QN  QR  NHQ........................KLKF  HF       CPK.............DQ LEA KK  NE EK..FN.G  Y MI ..  CL
Ricinus_communis_(XP_002511304)                      1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YY  SI  L  AV  WN                               VIN   IVDG                   S   V  V   F        PV H         .MGSTSGLASAQAKQP       S       P  Y  LGI.P   QH  HV QR  QK  SHG........................KIKF   F      KCPL.............DE INA KK TSE QK..FN.G  Y LI ..  CL
Vitis_vinifera_(XP_003634217)                        1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI  G SF      YYR SI  L  AV  WN                               VVN   IVDGF                  S   V  IV  F        P  H         .MGSANGLVSVQGKQP       S       PN Q  MGV.P    H  HV QR  QK  NLQ........................KLKF   F       CPK.............DQ LNA QK  DE KN..FD.G SY MI ..  CL
Selaginella_moellendorffii_(XP_002980219)            1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADV DG SF      FYR SL  L  AI  WN                               VIQL  LIDG                       A  VV  F         V H         .......MNDLHSSRP       T       P  R  HGV.P    G  AA NE  AS  DQG.......................SDLSF          RCPR.............DQAPAA RE  AA DK..FRHGR Y TI ..  CL
Arabidopsis_lyrata_lyrata_(XP_002867649)             1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR S   L  AV  WN                               VINM  IVDGF                  S      LV  F        PV H         ........MGSAARQP               P  R  LGV.P    N FLV QR  ET  QHG........................NLKF           CPK.............DQ LAATKK  RE EK..FN.G  Y MI ..  CL
Arabidopsis_thaliana_(NP_974609)                     1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                               VINM  IVDGF                  S      LV  F        PV H         ........MGSAARQP               S  R  LGV.P    N  LV QR  ET  QHG........................NLKF           CPK.............DQ LAATKK  HE EK..FN.G  Y MI ..  CL
Populus_trichocarpa_(XP_002318685)                   1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YYR SI  L  AV  WN                               VIN   IVDG                   S   V  V   F        PV H         .MGSINGLVSPPGKRP       S       P  H  LGV.P    H  HV QR  QK  NHQ........................NLNF   F      KCPP.............GQ LDA KK NNE QK..IN.G  Y LI ..  CL
Capsella_rubella_(XP_006284164)                      1                         D                 R                                                    GD                                                 G  NH                  LFSFGVIA VQYADI DG SF      YYR SI  L  AV  WN                               VINM  IVDGF                  S      LV  F        PV H         ........MGSAARQP               P  R  LGV.P    N  LV QR  ET  QHG........................NLKF           CPK.............DQ LSATKK  RE EK..FN.G  Y MI ..  CL
Theobroma_cacao_(XP_007037771)                       1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  VQYADI DG SF      YYR SI  L  AV  WN                               AIN   IVDG                   S   V  VV  F        PL H         .MGSANRLTNGQGRHP       S       P  C  IGV.P    H  LV QR  KS  NLK........................NLNF   F      RCPK.............DQ VNA NK  GE EK..FN.G  Y II ..  CL
Guillardia_theta_CCMP2712_(XP_005836821)             1                         D                 R                                                    GD                                                 G  NH                  I  FGVIA IQYADAEDG NF       YR SL  L  AV  WN                               IVQL  IIDG                   S   L  VM  F         V H       E ........MLDKEEKP MA               T  DKSAV R  N  RV DG  AD  AEK.......................HSLDV          MNWKLQ............S TKA DD  QH SKLQC..DK I VI ..   L
Phytophthora_infestans_T30-4_(XP_002909275)          1                         D                 R                                                    GD                                                 G  NH                    TFGLVA VQYADV DG  F      YYR  L  L   V  W                                AVNL  LIDG                          A   F        PV H       E .........MTSALEPQV             K  WD HHISQ    NA PQ QAT AE LRVAI....................GGAKLRF          KNRPAS.........TSRQALESTKA WKP QD..AV.G  H LV ..   L
Coccomyxa_subellipsoidea_C-169_(XP_005650670)        1                         D                 R                                                    GD                                                 G  NH                  LFSFGVI  IQYA IE G SF      YYR  L  L  AV  W                                 I    IIDGY                  S   L  I   F        P  H         ...MLDFSGPASCSGR       S     N  N F  KKV.P    EA PA QR  QM KKRD.........................VDFG HF       HPK.............DQ LAA DT TAA DV..LG.K HW MI ..  CL
Chlorella_variabilis_(XP_005846013)                 52                         D                 R                                                    GD                                                 G  NH                  LF FGLL  VQ ADMDDG SF      YYR  L  L  AV   S                                L L  LID                    S   L  AL  F        P  H       E PSPLDEDAPSEEQRQP  K    S   H      A  HGT.P    YA CQ DA  DAM AAG.........................VAFC H      FHNSRLGVCA....DTELHH EKA RV  QH DR..LG.R TL LL ..   L
Phaeodactylum_tricornutum_CCAP1055_(XP_002176934)    1                         D                 R                                                    GD                                                 G  NH                  IFT GLIA IQYA I DG SY      FYK  L  A  AA  F                                VLNL  IVDG                       V  VM           PI H         ..........SEPQSP   M         P P  Y  SGQ.A    HA EV RQ  MH EKEK.........................VEL          KCQEIALHGGEPFTEDIDPGMEC GH  DALSK..YRSG  L AY ..  CL
Thalassiosira_pseudonana_CCMP1335_(XP_002288851)     1                         D                 R                                                    GD                                                 G  NH                  M TFGIL  IQ A I DG SY      YYR  L  A  AA  F                                VVNL  IIDG                   S   I  VL            I H       E ...............P H     T   H P P  H  NGT.P    HA TA KH  EH EEEQ.........................VQC          KCAD........KSEVISV HDA DD  NALSR..YKCGR L TY ..   L
Perkinsus_marinus_ATCC50983_(XP_002774613)          21                         D                 R                                                    GD                                                 G  NH                  LF FGVIA VQYADIDD  NY       YR SA  L  AI  WN                               VVNL  LIDG                   Q   M  IM  F         L H       E AAATTAAATTSISRKP  R              TY  SHTKT H  R  EV RN  GW  SYQS......................PAINF          RNRGLN............I AQA RK  PE DA..LHCPK L TV ..   L
Emiliania_huxleyi_CCMP1516_(XP_005775768)           21                         D                 R                                                    GD                                                 G  NH                  LF FGVIA IQY D DD  NF       YR TL     AV  WN                               ILNL  IIDG                   S   L  V            PI H       E ALASSASSEPSAAGRP  R         C C  AS  AGTEI K  G  EQTRR  EH  ALR......................EPSAAC          QNAGGY...GAGLTFDGPQ EAA GR CGALSA..CK.A  Y AV NR   L
Cyanidioschyzon_merolae_strain10D_(XP_005538214)    84                         D                 R                                                    GD                                                 G  NH                  V   GLVA VQYAD DD           YR  I  L  IV  F                                VLQL  LVDG                   S   L  VL  F        PL H         GRERQSRCSALVSAAP IRM          K  K.EVSGS.T H  NA HK AR  EA DSEA.......................GSLDL          QEQL.............DG RAD EL  GQ AR..LP.V  Y VL ..  CL
Ostreococcus_tauri_(XP_003081158)                    1                         D                 R                                                    GD                                                 G  NH                  AF FGLLA IQY D DD  N        YR TL  A  AV  FN                                V    I D                        L  VM                      E ....MTHDDAACARAP  R         C Q  RK ITGTQM R  N  RV ER  RY  AQS.......................GALDFC HN   T HQCAFDF...ANDDFRPVEHGRED GA  KILSE..SSCDEWVFTV ..   L
Ostreococcus_lucimarinus_CCE9901_(XP_001419532)      1                         D                 R                                                    GD                                                 G  NH                   F FGLLA IQY D DD  N        YR TL  A  AV  FN                               LV    I D                        L  VM                      E ............SREPH R         C G  RK ITGTQM R  N  NV ER  EY  TH.........................ECDF  HN   T HQCAFDF...ASDDFKPIERGRED GA  RILSR..AKCAEWLFTV ..   L
Micromonas_sp.RCC299_(XP_002506061)                  9                         D                 R                                                    GD                                                 G  NH                  AF FGLLA IQY DVDD  N        YR SL  A  AI  FN                               VL    IID                        L  VM                      E GTTVACATLSGGPDPV  R         T    RC HTGTQW R  N  AV RN  DY  QS.........................DLSF  HN     HQCAFDF...AKDEFKPKAEGLEQ GR  RILSG..SQCKDWMFTI ..   L
Bathycoccus_prasinos_(XP_007510808)                 26                         D                 R                                                    GD                                                 G  NH                  LF FGLLA IQY D DD  NF       YR  L  A  AV  FN                               IV    IID                        L  VM                      E ASTSGKNPSSSLHPPP  K         C T  RT  SGSQV R  NA NV RN  EH  LHHHELEEDTTTLNNTTTGGARSAKTRGIDF  HN     HQCAFDF...QTDSFKPISEGRRQ AD  EILDQ..SACREWIFTI ..   L
Micromonas_pusilla_CCMP1545_(XP_003056634)           1                         D                 R                                                    GD                                                 G  NH                   F FGLLA IQY D DD  NF       YR SL  A  AI  FN                               VL    IID                    S   L  VM                      E ..........SSSPSPD R         T T  RT  TGTQV R  N  AV SD  AF  RY........................DDLSF  HN     HQCAFDF...ETDAFKPKRV YDH GE  RVLDD..SACKEWVFTV ..   L
Trypanosoma_cruzi_strain_CL_Brener_(XP_808173)      30                         D                 R                                                    GD                                                 G  NH                  L S GVL  IQYAD EE           FR S   V  AV   N                               VM L   V                         L  I            P          D ENRTLYPVIPTYDRLP L I   S      E  K......SR H  L PGK EH  KEM ANR.......................SHMDL  H   T NRD..................IARN QV NSILKQ..LQ.F FFQLL ..   F
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Homo_sapiens_(NP_064618)                           114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS EY THSKLNTKFLEDQIVHHP........ETMPSEDYYA H V F K       A     ..  VDQ.......SS KYEQC K  RE    .T.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Tarsius_syrichta_(XP_008048960)                    117                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG                  M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIVHHP........ETMPSEDYYA H V F K       A     ..  MDQ.......SSSKYQQC K  RE    .T.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Callithrix_jacchus_(XP_002747965)                  114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FR EY THSKLNTKFLEDQIEHHP........KTMPSEDYYA H V F K       A     ..  MDQ.......SS KYQQC K  KE    .M.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Equus_caballus_(XP_001503332)                      114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L ML  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDHIVHHP........ETMPSEDYYA H V F K       A     ..  VDQ.......SS KYQQC Q  RE    .T.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Ceratotherium_simum_simun_(XP_004433111)           114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TSSKLNTKFLEDQIVHHP........ETMPSEDYYA H V F K       A     ..  VDQ.......SS KYQQC K  RE    .T.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Balaenoptera_acutorostrata_scammoni(XP_007175345)  114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDMSI  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIAHHP........ETVPSENYYA H V F K       A     ..  VDQ.......SS KYQQC K  RE    .T.. L  ............... Q  A.... PQ  Q    FSQ.   N  NE  
Vicugna_pacos_(XP_006216238)                       113                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDMSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTRFLEDQIAHRP........ETMPSESYYA H V F K       A     ..  VDQ.......SS KFQQC K  RE    .T.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Dasypus_novemcinctus_(XP_004483191)                114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG                  M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLQDEIVHHP........ETMPSENYYA H V F K       A     ..  VDQ.......SSAKYKQC K  KE    .T.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Tupaia_chinensis_(XP_006156484)                    114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSQLNTKFLEDHILHHP........ETVPSENYYA H V F K       A     ..  MDQ.......SS KFQQC K  KE    .T.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Ailuropoda_melanoleuca_(XP_002921236)              114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS NY TNSKLNTKFLEDHIVQHP........ETVPSEDYYA H V F Q       A     ..  VDQ.......SS KYQQC K  RE    .S.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Ictidomys_tridecemlineatus_(XP_005332938)          114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TRSKLNTRFLEDRIIDHP........ETIPSENYYA H V F K       A     ..  VDQ.......SS KYQQC K  RE    .T.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Otolemur_garnettii_(XP_003791136)                  114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  YV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIAHHP........ETRPSENYYA H V F K       G     ..  VDQ.......SS KYQQC K  KE    .M.. L  ............... Q  S.... PH  Q    FSQ.   N  NE  
Pteropus_alecto_(XP_006922458)                     114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L ML  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKYLEDQIVHHP........ETVTSGNYYA H V F K       A     ..  VDQ.......SS KYQQC K  RE    .L.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Felis_catus_(XP_003996343)                         114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG                  L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS NY TNSKLNTKFLEDQIVHHP........ETVPSENYYA H V F Q       A     ..  VDQ.......SSAKYQQC K  KG    .S.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Eptesicus_fuscus_(XP_008151669)                    114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L ML  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIEHHP........ETVPTGSFYA H V F K       S     ..  VDQ.......SS KYQQC K  KE    .L.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Loxodonta_africana_(XP_003416981)                  112                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NN               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIVHHP........ETIPSENYYA H V Y K       A     ..  VDQ.......SS KYQQC K  KE    .A.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Heterocephalus_glaber_(XP_004887219)               114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIVHHP........ETVPSENYYA H V F K       A     ..  IDH.......SS KYQQC K  RE    .T.. L  ............... Q  F.... TQ  Q    FSQ.   N  ND  
Ovis_aries_(XP_004012759)                          114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDMSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIAHHP........ETVPSEDYYA H V F K       A     ..  VDQ.......SS KYQQC K  RE    .T.. L  ............... Q  H.... PQ  Q    FSQ.   N  NE  
Canis_lupus_familiaris_(XP_005620111)              112                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS NY MNSKLNTKFLEDQIVHHP........ETVPSEDYYA H V F H       A     ..  VDQ.......SS KYQQC K  RE    .S.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Trichechus_manatus_latirostris_(XP_004376030)      114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIVHHP........ETIPSENYYA H V F K       S     ..  MDQ.......SS KYQQC K  KE    .A.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Oryctolagus_cuniculus_(XP_002718985)               114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS                 GL     E  FV FN G    EQL  L  VL  FS DY TCSKLNTKSLEDRIVHHP........ETVPSESYYA H V F K       A     ..  VDE.......SS KYQQC K  RE    .T.. L  ...............SQ  S.... PQ  Q    FSQ.   T  NE  
Chrysochloris_asiatica_(XP_006878472)              114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY ANSKLNTKCLEDQITHHP........ETVPSEDYYA H V F K       A     ..  VDQ.......AS KYQQC R  QE    .T.. L  ............... E  S.... PQ  Q    FSQ.   N  DE  
Bos_taurus_(NP_001096749)                          114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDMSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDQIAHHP........ETVPSEDYYA H V F K       A     ..  VDQ.......SS KYQQC K  RE    .T.. L  ............... Q  R.... PQ  Q    FSP.   N  NA  
Orycteropus_afer_afer_(XP_007946235)               114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DH TNSKLNTKFLQDQIVHHP........ETIPSEDYYA H V F K       A     ..  MDQ.......SS KYQQC K  KE    .A.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Elephantulus_edwardii_(XP_006898627)               112                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSI  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDRIEHHP........ETIPSDNYYA H V F K       A     ..  VDQ.......SS KYQQC K  KE    .A.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Chinchilla_lanigera_(XP_005399415)                 114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDRIVHHP........ETVPSESYYA H V F K       A     ..  IEQ.......SS KYQQC K  RE    .T.. L  ............... Q  C.... PQ  Q    FSQ.   N  ND  
Jaculus_jaculus_(XP_00466313)                      114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M ML  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DF TNSKLNTKFLEDRIVHHP........ETMPSESYYA H V F T       A     ..  IDQ.......SS KYQQC K  RE    .V.. L  ............... Q  C.... PQ  Q    FSQ.   N  NE  
Mustela_putorius_furo_(XP_004760213)               114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    DQL  L  VL  FS NY TNSKLNTKFLEDRIVHDP........KTVPSEDYYA H V F Q       A     ..  VDQ.......SS KYQQC K  RE    .S.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Octodon_degus_(XP_004635818)                       114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSI  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY INSKLNTKFLEDRIAHHP........ETVPSENYYA H V F K       S     ..  IDQ.......SS KYQQC K  RE    .K.. L  ............... K  F.... PQ  Q    FSQ.   N  ND  
Condylura_cristata_(XP_004685138)                  114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  IL  FS NY TNSKLNTKFLEDHIVHHP........ETVPSENYYA H T F K       A     ..  LDK.......SS KYQQC K  ME    .T.. L  ............... E  S.... PQ  Q    FSQ.   N  NA  
Microtus_ochrogaster_(XP_005349907)                114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M ML  HNPN    E NS               P GL     E  YV FN G    EQL  L  VL  FS DF TNSKLNSKFLEDRIVQHP........ETMPSENYYA H V F K       A     ..  IDQ.......SS KYEQC K  RE    .V.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Cavia_porcellus_(XP_003466206)                     114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSI  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    DQL  L  VL  FS DY TNSKLNTKFLEDRIIHHP........ETVPSENYYA H V F E       A     ..  IDQ.......SS RYQQC K  KE    .A.. L  ............... Q  C.... PQ  Q    FSQ.   N  ND  
Rattus_norvegicus_(NP_001009246)                   114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M IL  HNPN    E NS               P GL     E  YV FN G    EQL  L  VL  FS DY ANSKLNSKFLEDQIPQHP........ETTPSENYYA H V F K       S     ..  IDQ.......FS KYEQC K  RE    .V.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Mesocricetus_auratus_(XP_005067665)                114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVLLD YDLSV  LG            P     M ML  HNPN    E NS               P GL     E  YV FN G    EQL  L  VL  FS DF VNSKLNSKFLEDRIVQHP........ETIPSENYYA H V F K       A     ..  IDQ.......SS KYEQC K  RE    .V.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Ochotona_princeps_(XP_004594946)                   114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSI  LG            P     M ML  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DF THSKLNSKFLEDQIAHHP........KTVPSEDYYA H A F K       S     ..  VDQ.......SS KYQQS K  QD    .A.. L  ............... Q  S.... PQ  Q    FSP.   D  NE  
Mus_musculus_(NP_079786)                           114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M ML  HNPN    E NS               P GL     E  YV FN G    EQL  L  VL  FS DY ASSKLNSKFLEDQIAQHP........ETTPSENYYA H V F K       S     ..  IDP.......SS KYEQC K  RE    .V.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Echinops_telfairi_(XP_004709402)                   114                                                                                                                                          G         W     YN  K  L                                    Y F P P FRFILLD YDVSV  LG            P     M IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TSSKLNTKYLEDQIAHHP........ETVPSENYYA H V F E       A     ..  LDT.......CS KYQQC R  KE    .E.. L  ............... Q  S.... PQ  Q    FSQ.   S  NE  
Peromyscus_maniculatus_bairdii(XP_006973577)       114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVLLD YDLSV  LG            P     M ML  HNPN    E NS               P GL     E  YV FN G    EQL  L  VL  FN DF ANSKLNSKFLEDRIVQHP........ETTPSENYYA H V F K       A     ..  IDQ.......SS KYEQC K  RE    .V.. L  ............... Q  S.... PQ  Q    FSQ.   N  NE  
Sorex_araneus_(XP_004604044)                       114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSI  LG            P     L IL  HNPN    E NS               P GL     E  FV FN G    EQL  L  VL  FS DY TNSKLNTKFLEDHIEQHP........ETVPSENYYA H V F K       S     ..  VEP.......SS KYQQC K  KE    .T.. L  ............... Q  T.... TQ  Q    FSQ.   K  ND  
Erinaceus_europaeus_(XP_007523670)                 114                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG                  L ML  HNPN    E NS               P GL        FV FN G    EQL  L  VL  FS DY GNSKLNTKFLQDQIAHHP........ETTPSDNYYA H V F K       G     ..  VEQ.......SSLKYQQS K  KE    .T.. L  ............... K  S....KPH  K    FSQ.   N  NE  
Sarcophilus_harrisii_(XP_003770686)                125                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSV  LG            P     M ML  KNPN    E NS               P GL     E  FV YN G    DQL     VL  FS HY RNSKLNTKFLGDQIAHCP........ETIPSENYYA H V F K       A     ..  IDQ.......SS KYQDC K  KE    .K.. L  ............... Q  S.... PQ  Q    FSQ.   N FNA  
Monodelphis_domestica_(XP_001380668)               178                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVLLD YDLSV  LG            P     M ML  KNPN    E NS               P GL     E  FV FN G    EQL     VL  FS DY RNSKLNTKFLGDQIAHCP........ETIPSENYYA H V F K       A     ..  MDE.......SS KYQES K  KE    .E.. L  ............... Q  S.... PQ  Q    YSQ.   D FNA  
Chrysemys_picta_bellii_(XP_005305175)              116                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSI  LG                  L LL  KNPN      NS               P GL     E  FV FN G     QL     VL  FT DY TQSELNSKSLEDQIFLGSAASGQDSPGATAEEHYYA H S V K       A     ..  RDK.......STQKYQDS K  KE    .E..NL  ............... T  A.... PQ  E    FSQ.T  D FNE  
Python_bivittatus_(XP_007422917)                    97                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFILLD YDLSI  LG                  L LL  KN N      NS               P GL     E  FV FN G    DQL  V  VL  FS NY MQSELNTKYLEDQTLLNNSTRDQSSTGNPTTEFYYA Q S M K       A     ..  RET.......STKKYKES Q  QE  Q .E..NL  ............... I  V.... CN  Q    FSQ.   D  DK  
Melopsittacus_undulatus_(XP_005141488)             104                                                                                                                                          G         W     YN  R  L                                    Y F P   FR VVLD YDLS   LG            P     L LL  KNPN      N                P GL     E  FV FN G     QL     VL  FS AR VHTGLNSRSCG............AA.AGPPASDCQA H S AAQ  V    G    T..  REP.......GN RYQES Q  RK    .D..NL D............... T  E.... PQ  E    FSQ.A  D FNE  
Callorhinchus_milii_(XP_007887052)                 120                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVL D YDLSV  LG                  L  L  KN N      NS               P GL     E  FV FN G    EQL  L  VL  FD NE LTSALNSKHLGEDPTSG........AAANDPEGFYS H S F K     T T     ..  RQN.......GSKKHQEA QT RE  K .E..NL  ............... I  A.... QN  E    FSR.   E  NQ  
Latimeria_chalumnae_(XP_006011487)                 109                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVLID YDLSI  LG                  L ML  HN N      N                   V        FV FN G    EQL  L  VL  FT DY ITSMLNSKHLEDTTVIPPPGVNEGKTMEAKSETFYG H S F K       S     ..  RTQ.......SSKKYQVS R  KK  K .E..NL V...............SPA F..GGIPY  Q    FSQ.   E  HK  
Anolis_carolinensis_(XP_003217222)                 100                                                                                                                                          G         W     YN  R  L                                    Y F P   FRFILLD YDLS   LG                  L LL  KN N      NS               P  L     D  FV FN G    DQL  L  IL  FS DY VQSALNTKYLEDKTLPNHFVTHQSPTEDAASEFCYA Q C MSK       A    T..  RGT.......SSKKYQES H  RQ  K .E..NL  ............... LD D.... CQ  Q    FSQ.   H  DE  
Lepisosteus_oculatus_(XP_006635183)                105                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVLLD YDLSL  LG                  L II  HN N      N                P G      E  FV FN G     QL  L  VL  FS DD MNSVLNSKTLEDASNKQ........IVENSTEPSYS H S A N       A     ..  RKE.......PSQKYGQS Q  QE  K .E..NL H............... P YA..GM AR  Q    FSK.A  E  DK  
Alligator_mississippiensis_(XP_006277831)          105                                                                                                                                          G         W     YN  R  L                                    Y F P   FRFVMLD YDLSV  LG                  L LL  KNPN    D NS                 GL     E  FV FN G     QL     VL  FS EY LRSELNSAPGG............APGPGAEADACYA H S AAG       A     ..  WDK.......YSQKYQHS K  KE    .E.. L  ...............SL  D.... PQ  K    FSQ.L  D FNE  
Pseudopodoces_humilis_(XP_005531019)               103                                                                                                                                          G         W     YN  R  L                                    Y   P P  R VVLD YDVS   LG                  L VL  KNPN    D NS               P GL     E  FV FN G     QL     VL  FS AR VHTGLYSRPAG............GS.DGPPDSECHA HCS A RL L    A    T..  TDP.......GSLRYQES R  RE    .D.. L  ............... T  K.... PQ  A    FSQ.A  D FNE  
Ficedula_albicollis_(XP_005055943)                 150                                                                                                                                          G         W     YN  R  L                                    Y   P P  R VVLD YD SI  LG            P     L LL  KNPN    D NN               P GL     E  FV FN G     QL     VL  FS AR VQTGLYSRAGG.............S.AGPADTECHA HCS G RL L    A  T  ..  TDR.......GS RYQEA R  RE    .D.. L  ............... E  K.... PH  A    FSQ.A  D FNE  
Taeniopygia_guttata_(XP_002187031)                 104                                                                                                                                          G         W     YN  R  L                                    Y   P P  R VVLD YD S   LG            P     L VL  KN N    D NS               P GL     E  FV FN G     QL     VL  FS AR VRSGLYSRAAG............GS.DGPPDRECHA HCS A RL L    C  T T..  RDP.......GS RYQEA R  RE  H .D.. L  ............... E  K.... PH  A    FSQ.A  D FDE  
Xenopus_(Silurana)_tropicalis_(NP_001008013)       107                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFLLID YDLS   IG            P     L LL  KNPN    D NS               P GL     E  FV FN G     QL  M  VL  FS EY NGSKLNSQARGDRIDRGGGTS...ENGEFNDESFYA H S C K       G    P..  REK.......TS KYDIA N  KE    .E.. L  ............... T  E.... VQ  L    ISP.S  D  ER  
Xenopus_laevis_(NP_001080428)                      121                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFLLID YDLS   IG                    LL  KNPN    D NS               P GL     E  FV FN G     QL  I  IL  FS EY NGSKLNSRARENRIDQQVGTS...ESGETNDESFYA H S F K       G    P..  REK.......TSLKYDISFN  KE    .E.. L  ............... T  E.... EQ  L    ISP.S  D  QS  
Astyanax_mexicanus_(XP_007257279)                  115                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFIVLD YDLSI  IG                  M II  HN N    E N                P G      E  FV FS G    DQL  L  VL  FS AA FQSALNSRDRGERGAEDEGGE...RGEKNSLEEVYA H S H K       A     ..  RDK.......SSKKFKQS K  TK  R .K.. L I............... P .....T AR  N    FSK.   K  DK  
Cynoglossus_semilaevis_(XP_008313435)              108                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVVLD YD SL  LG                  L MI  HN N    D N                P           F  FN G    DQL  L  VL  FN TF LQSRLNSTPMSAQDQHL........LTVSPGSDTHA H S E G       A  E  ..  RDE.......CSAEYQRA E  RV  Q .Q.. L C............... PESG..FLQKR TK    LGG.   T  QA  
Poecilia_formosa_(XP_007561577)                    108                                                                                                                                          G         W     YN  R  L                                    Y F P P F FVVLD YDVSL  LG                  M LI  HN N    D N                P  L        F  FN G    EQL  L  VL  FS SQ MGSPLDSSLNAD..............WRPKQSDIYA K S F G V     A     ..  IPE.......SSERYNKA N  KL  N .E.. L C............... PE QS...HSR TM    FSQ.   D  DL  
Xiphophorus_maculatus_(XP_005811234)               108                                                                                                                                          G         W     YN  R  L                                    Y F P P F FVVLD YDVSL  LG                  M LI  HN      D N                P GI        F  FN G    EQL  L  VL  FS RQ MGSPLDSSLYAD..............RRPKQGDIYA K S F G V     A     ..  IPE.......SSERYNKA N  KL  DK.E.. L C............... P  YREKNGIR TM    FSQ.   D  DS  
Stegastes_partitus_(XP_008294923)                  147                                                                                                                                          G         W     YN  R  L                                    Y F P P F FVVLD YDVSL  LG                  L LI  HN N    D N                P           F  FN G     QL  L  VL  FS SE LRSKLNSTPKTEPGSSP........NRPPAPADCYA R S F G S     A     ..  RDT.......SSEQYGNA N  RQ  N .E.. L C............... PVPE..GLGQR TM    FSK.G  D  DS  
Takifugu_rubripes_(XP_003978324)                   105                                                                                                                                          G         W     YN  R  L                                    Y F P P F FIVLD YDV L  LG            P     L LL   N N      N                P GV        FV FN G     QL  L  VL  FS DW LRSKLNSTPQGS..............QKEVGSNVYA H S Y G T     A   A ..  REE.......SS GYREA T  RRF K .D..NL C............... P  ...GLLQR  M    FSK.K  S  DS  
Neolamprologus_brichardi_(XP_006797001)            106                                                                                                                                          G         W     YN  R  L                                    F F P P F FVVLD YDVSL  LG                  M LI   N N    D N                P           F  FN G    EQL  L  LL  FS SA LRSKLNSTLHTDRS..M........STAPAGSGIYA S S F G T     A     ..  RDK.......ASEQYVDA N  KQY K .E.. L C............... PAFN..NLTQR TM    FSK.   D  DS  
Danio_rerio_(NP_956715)                            100                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVLLD YDLSV  IG                    IL  HN N    D N                P        E  FV FN G     QL  L  VL  FS PS LSSRLNSAQRTGTDT..........GSDLIGDDIYA E S A N       A     ..  REE.......ESEKHTHSWR  TQ  H LQ.. L L............... PVSV..GL QR  K    FSE.Q  Q  DA  
Branchiostoma_floridae_(XP_002607048)              105                                                                                                                                          G         W     YN  R  L                                    Y F P   YRFVILD YDISM  IG            P       IL   N N    E NS               P GL     D  FV FN G    EQL  L   L  FS TY VKSPLFTGTQDIANNVE........EVVKKEADAVY D S YNG       N     CG  REK.......DS QYKKAEE  RQM K .E.. L  ............... D  F..GV RR  L    MGE.   Q  RET 
Saccoglossus_kowalevskii_(XP_002733257)            110                                                                                                                                          G         W     YN  R  L                                    Y F P   YRFVILD FEISL  IG            P     V IL   N N    D NS                 GI     D  FM FN G     QL  L  VL  FT EQ FKTSLYSSPHR................ATSDNKIAY S T FDG       T     ..  SER.......GS EFNKA K  K.N K .E.. K  ...............SI  S..GM RR  A    VSE.K  L  DG  
Crassostrea_gigas_(EKC29657)                       112                                                                                                                                          G         W     YN  R  L                                    Y     P    VAMD YEVSL  LG                     L   N N      NS               P GL     D  FV YN G     QV  L   L  FE KV LTSDLAPSPGC.................SSPPDSAY SVVLH KLLL    C     ..  VDN.......SYKYYDQAWKT GAI K .D..TW  ............... E  V..GL TR  K    CSM.R  Q  DQE 
Aplysia_californica_(XP_005093877)                 110                                                                                                                                          G         W     YN  R                                       Y F P P  R VALD YEVSL   G                    M   KNPN    E N                  GL     E  WA FN G     QM  L  VL  LN SFYLTSPLNSSLSL...............SIQPPTNRLY T L H KL V    S     LGY DNQ.......EDVNYLAACA FPE    .T.. A D...............TS  Q..GL RR  A    ISS.A  T  SQ  
Lottia_gigantea_(ESP01423)                         105                                                                                                                                          G         W     YN  R  L                                    Y F P   FR IVLD YDISV  IG                  L  L   N N    D NS               P  M     D  FV FN G    DQL  L  IL  FT TE INTPLYSAGLKECQ............DFSSPNTSFY T L HAC  I    S     ..  WPE.......SSEKHQLG RY D.N V .D.. K  ............... GN T..GL RR  K    VSD.   Q  EK  
Helobdella_robusta_(ESN95834)                       96                                                                                                                                          G         W     YN  R  L                                    Y Y P P  K IVLD YEISL  LG            P     L IL   NPN    D NS                 GL     D  FV YN G     QL  L  VL  FS SD LKMNAFQCKHSCLNGF..........NNFDNSGFMY C E H SV C    M     ..  NDV.......NS EYKQA G  S.I   .Q.. L  ...............AF  E..GT ER  K    ISK.A  Q  DV  
Oryza_sativa_Japonica_Group_(NP_001060698)         111                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YD SA  LG            P     M  L  KNPN    D NS               P GL     D  FV FN G    EQL  L  VL  LP GK VSLLKMPTD......................SDRAY D S C E       A  F  ..  WPR.......DH VTAEA KF EE    .S.. K  ............... D  V..GV RR  M    VGK.   S  ND  
Zea_mays_(NP_001130265)                            111                                                                                                                                          G         W     YN  R  L                                    Y F P P FR VVLD YD S   LG            P     M LL  KNPN    D NS               P GL     D  FV FN      EQV  L  VL  LP SQ VSLLKIATD......................SDRAY D S C G  I    A  F C..  WPH.......DH VTIAA K  DE    .T.. K  ............... D  V..GV RR  K   AVGK.   S  ND  
Brachypodium_distachyon_(XP_003578665)             111                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YD SV  LG            P     M LL  KNPN    D NS               P GL     D  FV FN      EQL  L  VL  LP SK VDLLKMPTD......................SDRAY D S C E       A  F  ..  WSR.......DH VTAAA K  DE    .T.. K  ............... D  V..GV RR  M   AVGK.   S  ND  
Setaria_italica_(XP_004956177)                     111                                                                                                                                          G         W     YN  R  L                                    Y F P P FR VVLD YD S   LG            P       LL  KNPN    D NS               P GL     D  FV FN      EQL  L  VL  LP SK VSLLKMPTH......................SDRAY D S C E  I    A  F C..  WPH.......DH VTAAATK  DE    .T.. K  ............... D  V..GV RR  K   AVGE.   S  ND  
Oryza_brachyantha_(XP_006665015)                   112                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YD SA  LG            P     M  L  KNPN    D NS               P GL     D  FV FN      EQL  L  VL  LP SK VSLLKMPTN......................SDRAY D S C E       A  F  ..  WPR.......DH VTAEA KF DE    .T.. K  ............... D  V..GV RR  M   AVGK.   L  ND  
Cicer_arietinum_(XP_004501865)                     107                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YDISA  IG            P     M LL  KNPN    D NS               P  L     E  FL FN G    EQM  L  VL  LP SK LPLLKIQTL......................DGHAY D S V D       T     ..  WPQ.......DH RALEA Q  RE    .E.. K  ............... TN V..GV RR  M    VGK.   E  DG  
Glycine_max_(XP_003526992)                         108                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YDISA  IG            P     L IL  KNPN    D NS               P  L     E  FV FN      EQV  L  VL  LP SK LSLLKIHTL......................DGRAY D S V E       A     ..  WPQ.......DH KTLEA K  RE    .E.. K  ............... TN E..GP RR  M   AVGK.   E  DG  
Medicago_truncatula_(XP_003601154)                 107                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YDISA  IG            P     L LL  KNPN    D NS               P  L     E  FL FN G    EQM  L  IL  LP ST LPLLKIPTL......................DGCAY D S V E       S     ..  WPQ.......DH KTLEA K  RE    .E.. K  ............... NN K..GL RR  M    VGK.   E  DG  
Sorghum_bicolor_(XP_002444598)                     112                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YD SA  VG            P        L  RNPN    D NS               P GL     D  FV FN G     QL  L  VL  LP SE VSVLRMPSSA....................SAGRAY D S W G       A  F  ..  WPR.......DH VSLAARRF EK    .H.. K  ............... A  A..GT RR  M    VGG.A  R  DG  
Prunus_persica_(XP_007209343)                      110                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVVLD YDISA  IG            P     L  L  RNPN    D NS               P GL     E  FL FN      EQL  L  IL  LP TK LPLLKIPSV......................DGRAY D S T E       G     ..  WPQ.......EH NTIEA KF EE    .T.. K  ............... A  V..GL RR  M   AVGK.   E  DD  
Malus_domestica_(XP_008392881)                     111                                                                                                                                          G         W     YN  H  L                                    Y F P P FRFVVLD YDISA  IG            P     L  L  KNPN    D NS               P GL     E  FL FN      EQL  L  IL  LP NK IPILNIPSV......................DGRAY D S A E       G     ..  WPQ.......DH CTIEA KF QE    .S.. K  ............... S  E..GL RR  M   AVGK.   E  DG  
Phaseolus_vulgaris_(XP_007138003)                  110                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YDIS   IG            P     M IL  KNPN    D NS               P  L     E  FV FN      EQM  L  VL  LP SK LPLLKIQTL......................DGRAY D S V E       A    T..  WPQ.......DH KTLEA K  RE    .E.. K  ............... DN E..GP RR  M   ALGK.   E  DG  
Cucumis_melo_(XP_008439034)                        118                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVVLD YDISA  IG            P     L IL  RNPN    D NS               P GL     E  YL FN G    EQL  L  IL  LP KE LPLLKIPNH.....................DEGHAY D S T N       G     ..  WPR.......DH KSVEA K  SQ    .A.. K  ............... S  V..GL RR  M    VGK.   K  DD  
Eutrema_salsugineum_(XP_006413391)                 104                                                                                                                                          G         W     YN  R  L                                    Y F P P YR VVLD YDISA  VG            P     L IL  KNPN    D NS               P GL     E  FV FN G     QL  L  VL  LP EE LPLLKIPGC......................DGNAY D S T E  V    G     ..  WPQ.......DH KTIAA K  EE    .E.. K  ............... E  V..DV RR  K    VGE.K  Q  DT  
Amborella_trichopoda_(XP_006853023)                111                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YDISA  IG            P     M LL  KNPN    D NS               P GM     E  FL FN G     QL  L  VL  LP DN IELLKIPTL......................HGHAY D T S H       G     ..  WPE.......GH HQLEA D  YK    .I.. K  ............... M  V..GL RR  M    VGQ.G  E  DG  
Physcomitrella_patens_(XP_001753747)               107                                                                                                                                          G         W     YN  R  L                                    Y F P   F FVVLD YDVSA  LG            P     M LL  RNPN    E NS               P GL     E  FV FN G    EQL  L   L  LP QE NQFLNIPTS......................GLHSY S S NNE L     G     ..  WPA.......DH HTAAA E  NT    .K.. K  ............... E  V..GV RR  K    VGD.   A  ENT 
Solanum_lycopersicum_(XP_004236274)                109                                                                                                                                          G         W     YN  R  L                                    F F P P YRFVILD YDISA  IG            P     L VL  KNPN    D NS               P GL        FL FN G    EQL  L  VL  LP KD LPLLRIPGH......................DDHAY D S I E       A     ..  WPE.......DH NTLKA K  QE    .S.. K  ............... S  V..GPARR  M    VGK.   E  DH  
Fragaria_vesca_vesca_(XP_004299150)                110                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFVVLD YDISA  IG            P     L  L  KNPN    D NS               P GL        FL FN      EQL  L  IL  LP MQ LPLLKIPSI......................DGRAY D S N E       G     ..  WPQ.......DH NAIEA RF QE    .T.. K  ............... V  E..GLKRR  M   AVGK.   E  DG  
Citrus_clementina_(XP_006439942)                   110                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YDISA  IG            P     L  L  KNPN    E NS               P GL     E  FL FN      EQI  L  VL  LP HM LPLLKISSV......................DGRAY D S T E       G     ..  WPH.......NH NTLEA KF GE    .T.. K  ............... A  V..GL RR  M   AVGK.   K  DA  
Ricinus_communis_(XP_002511304)                    110                                                                                                                                          G         W     YN  R  L                                    Y F P P YR VILD YDIS   IG            P     L  L  KNPN    D NS               P GM     E  FL FN      EQM  L  IL  LP EK LPLLQISSP......................DGHAY D S S E  I    G    T..  WPQ.......DN KTSQA EF KK    .S.. K  ............... E  V..GL RR  M   AVGR.   E  DS  
Vitis_vinifera_(XP_003634217)                      110                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YDISA  IG            P     L  L  KNPN    D NS               P GL     E  FL FN      EQM  L  VL  LP NM LPLLNIPSF......................EDRAY D S T T       G     ..  WPS.......DH KTLEA KF RE    .L.. K  ............... V  V..GL RR  M   AVGK.   E  DC  
Selaginella_moellendorffii_(XP_002980219)          106                                                                                                                                          G         W     YN  R  L                                    Y F P P FRFIVLD YDVSV  LG                  M LL  KNPN    D NS               P GM        FV FN G     QL  L   L  LS GQ QEILRV.........................DGSFY D V H G       S     ..  GSS........RDHSSRA A  DA    .V.. K  ............... L  A..PEQQR  A    IGD.A  Q  DRK 
Arabidopsis_lyrata_lyrata_(XP_002867649)           103                                                                                                                                          G         W     YN  R  L                                    Y F P P YR VVLD YDISA  LG            P     L IL  KNPN    E NS               P GL     E  FV YN G     QL  L  VL  LP EE LPLLKIPGR......................DGNAY D S T E  I    C     ..  WPQ.......DH NTIAA K  EE    .S.. K  ............... A  E..DV RR  K    VGE.K  Q  DS  
Arabidopsis_thaliana_(NP_974609)                   103                                                                                                                                          G         W     YN  R  L                                    Y F P P YR VVLD YDISA  VG            P     L IL  KNPN    D NS               P GL        FV YN G     QL  L  VL  LP EE LPLLKIPGR......................DGNAY D S T E  V    G     ..  WPQ.......EH NTIAA K  EE    .T.. K  ............... A  E..DVARR  K    VGE.K  Q  DS  
Populus_trichocarpa_(XP_002318685)                 110                                                                                                                                          G         W     YN  R  L                                    Y F P P YR VVLD YDISA  IG                  L  L  KNPN    D NS               P GL     D  FV FN      EQL  L   L  LP DK LPLLKIQGL......................NGLAY D S S E  I    G     ..  WPQ.......GHSKTLQA EF EK    .S.. K  ............... S  L..GL RR  M   AVGK.   E  DGT 
Capsella_rubella_(XP_006284164)                    103                                                                                                                                          G         W     YN  R  L                                    Y F P   YR VVLD YDISA  VG            P     L IL  KNPN    D NS               P GL        FV YN G     QL  L  VL  LP EE LPLLNIPGR......................DGNAY D S THD  I    G     ..  WPQ.......DH KTIAA K  EE    .S.. K  ............... A  E..DLARR  K    VGE.K  Q  DS  
Theobroma_cacao_(XP_007037771)                     110                                                                                                                                          G         W     YN  R  L                                    Y F P P YRFVVLD YDISA  IG            P     L  L  KNPN      NS               P GL     D  FL FN      EQM  L  VL  LP DK LPLLKIPNPR....................GGGHGY D S T E       G     ..  WPH.......DH NTLEA EF RR    .S..NK  ............... E  E..GL RR  M   AVGK.   E  DG  
Guillardia_theta_CCMP2712_(XP_005836821)           107                                                                                                                                          G         W     YN  R  L                                    F   P P  K VVID YDVS   IG                  L IL   NPN                         GL     E  FV YN G      L  L   L  FD GT RDRLLKPW......................RQSHDY SVS V GI L    S    T..  AT........SEEYHSLA E  KAN   DTSKNGDW...............KH  E..GV KR  P    VGNELK K  EQE 
Phytophthora_infestans_T30-4_(XP_002909275)        111                                                                                                                                          G         W     YN     I                                    F     P YRFVVLD Y LSI  LG            P     M LL   NPN      NS               P GL        FV FN      EQM  L   L  FPASV QKELLYQPSKT..............SNNAPQRSYYD QVPEA K       C G   ..  REK.......DD VYQEA A  RQV   .E..NL  ............... T  V..EEQRR  A   AVDR.   K  EKT 
Coccomyxa_subellipsoidea_C-169_(XP_005650670)      107                                                                                                                                          G         W     YN  R  L                                    Y F P P WR VVLD YDVSL  LG            P       IL  RNPN    E NS               P GL        FV F  G     QL  L   L  LP NV NERLNMGGP......................GGASY A S H A  I    G     ..  WPE.......QH LHQQARS  AE    .Q.. K  ............... D  E..GPARR  K G  ASD.A  E  RQT 
Chlorella_variabilis_(XP_005846013)                170                                                                                                                                          G         W     YQ  R  L                                    Y F P P FRFIMMD YDVSI  LG            P       LL  HNPN    D NS                 GL     D  FV F  G    EQL  L   L  HS EE NRRLGISALQR..................GVVPHSY T H A G       G     ..  WPP.......GH GHEQAQR  SK    .E.. K  ...............AN  E..GV RR  K G  ASA.   A  RGE 
Phaeodactylum_tricornutum_CCAP1055_(XP_002176934)  114                                                                                                                                          G         W     YN  R  L                                    Y   G    RFVILD YDV    M                   A IL   NPN      NS               P GL        FV FN G     QL  L   L  LD PS QRKLGIPFVK..................EPCGDLVG RSH HKKI      S   AT.. RRCSE......TSQKYRQA N  RKN   .YPAHE  ............... A  T..GVTKR  A    VGK.V  E  QST 
Thalassiosira_pseudonana_CCMP1335_(XP_002288851)   101                                                                                                                                          G         W     YN  R  L                                             RFLVID YDI L  L             P       IL   N N    D NS               P GL        FV FN G     QL  L   L  LA EG AEKLGIPFTL..................EP..........TGDLL      S   C .. DRCPD......TS KRKMAHD  SKN H .YPR E  ............... E  E..GLSKR  A    VDE.P  A  EQS 
Perkinsus_marinus_ATCC50983_(XP_002774613)         136                                                                                                                                          G         W     Y   R  L                                    Y F P   W  IVLD YDVSV   G            G       L   HNPN                          L     E  WA  N      EQL  L  VL CFT AA SEHRIFPPSRQQFSLTRP.DSLGHDEFPSGDSSCFY S K ADN LV    P     MRH GGRHGYEHFKGA LDSEAYD CQS    DI...............GGKNDFFAN T..GR SR  PV  AVGE.   N  RH  
Emiliania_huxleyi_CCMP1516_(XP_005775768)          146                                                                                                                                          G         W     YN     L                                      W P   W FVLL  Y A                        A LL  HNPS    E  S                 GI        YV FN G     QL  L   V  FDWAG RARLQMPEAGSVVTEGG.....SDAAGADAAAALRPVS Q CKG T    NA A LP.................GYRAA E  QR    CY.. AV ...........GVNFFA  E.DPRLLR  P    LGE.A  A  REE 
Cyanidioschyzon_merolae_strain10D_(XP_005538214)   194                                                                                                                                          G         W         R  L                                            WR VVLD  DISL                P        L  H  T                                    V YN G     QL  L  VLKC.G DW LKRLRTRAFYDMP............LRARMSSGPSATTTPSETP  L    CL    ...HWDDP......ED RRLQAKRY KE AS ................................APNA P    IGE.T  V  EN  
Ostreococcus_tauri_(XP_003081158)                  120                                                                                                                                          G         W     YN  R  L                                    Y F P P WR MVLD YEVSI   G            G     V LL   NPN       N                  L        WV FN G     QL  A   I  FT EE RDGVAT.............PGAKLEFKCANERGDFY S A G G  V    P     YRK RQ.........Q LCEEA E  RQY   VDVYVNE PDVIETERMSGTFPYFKD E..GLQGR  P    LGK.K  E  RET 
Ostreococcus_lucimarinus_CCE9901_(XP_001419532)    110                                                                                                                                          G         W     YN  R  L                                    Y F   P WR MVLD Y VSI   G            G     V LL  HNPN       N                           WV FN G    EQI  A   I  FT EE RQGVAS.............PGNSLNLKCSNADGEFY S KAG G  V    P A   YRK RQ.........Q LCEEA E  RK    VDLFVKE PD....................GLAGR  P    LGK.   A  RET 
Micromonas_sp.RCC299_(XP_002506061)                130                                                                                                                                          G         W     YN     L                                    F   P P WR VVL  YDVSI   G            G     L LL  HN N       N                 GL        WV FN G    EQL  L   L  FTASE REGVTP.............EGCTLPFKCANDEGSFF SRT A G  V   NS     YSK RE.........Q LDVDA E  RK  A VDKWVSD PE...............  E..GLGNR  P    VGE.   E  KGQ 
Bathycoccus_prasinos_(XP_007510808)                172                                                                                                                                          G         W     YN  R  L                                    Y   P   WK IIL  YDVSI   G            G     L LL  HNPN       N                  L        WV FN G     QL  L   L  FT RE IDGVDLKKEGIE....SY.SKDGLTFKCASEDGDLY AKK HEK  V   NP     YSK RE.........Q LDEEA S  RK    ADKWCDE PDVVQTERMSGTFPYFKD E..GLNGR  P    VGA.T  E  RAE 
Micromonas_pusilla_CCMP1545_(XP_003056634)         113                                                                                                                                          G         W     YN  R  L                                    Y   P   WK IVLD YDVSV   G            G     V LL  HNPN       N                 GL         V FN       QL  L   L  FT DE RRVLS..................SHWSPYDRTGSFY AMR ARG  V    A     YGN RG.........E LDRAA E  CE    CARWVED PDVFETERMSGTFPYFQ  E..GLGTRR P   AVSE.A  R  REE 
Trypanosoma_cruzi_strain_CL_Brener_(XP_808173)     131                                                                                                                                          G         W                                                       G F  IVLD  DLSV                         A     N                                    L  N G    EQM  L   LLGLGEEHHDHVYRLLRM.....................PARYYSLQVGEG V LL    GT    FATRAGT.................. RRAET GM..KHR......................YRHRKNM DV   IGE.   Q  RMQ 
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