
Figure S8. Association of HMRs with MCF7 ChIP-chip data. The bar plots showed the proportion of HMRs that harbored high levels of (A) H3k4me1, (B) H3k4me3, (C) H3K4ac, (D) H3K9ac, (E) CTCF, (F) HP1a, (G) H3K27me3 and (H) H3K9me2. For each ChIP-chip data, the HMRs whose score is in the top 20% were considered as having high levels.
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