[bookmark: _GoBack]Supporting table S1 - Geographical distribution of 13 hapotypes of mitochondrial D loop region of hangul population

	Haplotypes

	Sampling locations†

	
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	16
	N

	Hap- 1
	1
	2
	4
	1
	4
	3
	3
	2
	
	2
	
	2
	1
	2
	
	
	27

	Hap- 2
	
	
	2
	
	
	
	
	
	
	
	
	
	
	
	
	
	2

	Hap- 3
	
	
	
	
	1
	
	
	
	
	
	
	
	
	
	
	
	1

	Hap- 4
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1
	
	1

	Hap- 5
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1
	1

	Hap- 6
	
	
	
	
	
	
	
	
	
	
	
	
	1
	
	
	
	1

	Hap- 7
	
	
	
	
	
	
	
	
	
	
	
	
	
	1
	
	
	1

	Hap- 8
	
	
	
	
	
	
	
	
	1
	
	
	
	
	
	
	
	1

	Hap- 9
	
	
	
	
	
	
	
	1
	
	
	
	
	
	
	
	
	1

	sHap- 10
	
	
	
	
	
	
	
	
	
	
	2
	
	
	
	
	
	2

	Hap- 11
	
	
	
	
	
	
	
	
	
	1
	
	
	
	
	
	
	1

	Hap- 12
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1
	1

	Hap- 13
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	2
	
	2

	Total
	1
	2
	6
	1
	5
	3
	3
	3
	1
	3
	2
	2
	2
	3
	3
	2
	42



† Sampling locations are shown in figure 1; thirteen sampling locations were used for analysis of molecular variance (AMOVA) and computing a general FST value considering two or more individuals as the units of analysis (locations with only one individual pooled with the nearest sampling location for analysis)



