
 
 

 

 

 

                                                              S1 FIGURE  

UL87 

UL87 TR PCR        TCGTCTGTTACTGGGACCCGTGGCCGTACCCTGTTTTTGCGACG                         

|||||||||||||||||||||||||||||||||||||||||||| 

HMCV TR 129945     TCGTCTGTTACTGGGACCCGTGGCCGTACCCTGTTTTTGCGACG  129988 

 
UL87 AD169 PCR     GTCTGTTACTGGGACCCGTGGCCGTACCCTGTTTTTGCGACG   

                   |||||||||||||||||||||||||||||||||||||||||| 

HCMV AD169 128620  GTCTGTTACTGGGACCCGTGGCCGTACCCTGTTTTTGCGACG  128661 

 

UL115 

UL115 TR PCR       ACAGGCATCGGCGCGTTAGTTCGGGGCACTCC   

                   |||||||||||||||||||||||||||||||| 

HCMV TR 165722     ACAGGCATCGGCGCGTTAGTTCGGGGCACTCC  165753 

 

UL115 AD169 PCR    CTCACCCAACAGGCATCGACGCGTTAGTTCGGGGCACTCC   

                   |||||||||||||||||||||||||||||||||||||||| 

HCMV AD169 164357  CTCACCCAACAGGCATCGACGCGTTAGTTCGGGGCACTCC  164396 

 

UL95 

UL95 TR PCR        AGTCGGCCGAGGTGCCGGTGTTGGATAGCAGTAGCAGCGG   

                   |||||||||||||||||||||||||||||||||||||||| 

HCMV TR 140204     AGTCGGCCGAGGTGCCGGTGTTGGATAGCAGTAGCAGCGG  140243 

 

UL95 AD169 PCR     GCGCGAATCGGCCGAGGTGCCGGTGTTGGATAGCAGTAGCAGCGG   

                   ||||||||||||||||||||||||||||||||||||||||||||| 

HCMV AD169 138870  GCGCGAATCGGCCGAGGTGCCGGTGTTGGATAGCAGTAGCAGCGG  138914 

 

UL55 

UL55 TR PCR       ATGCTGTCGACGGTGGAGATACTGCTGAGGTC   

                  |||||||||||||||||||||||||||||||| 

HCMV TR 82900     ATGCTGTCGACGGTGGAGATACTGCTGAGGTC  82931 

 

UL55 AD169 PCR    GATCATGCTGTCGACGGTGGAGATACTGCTGAGGTCAATCATGCGT   

                  |||||||||||||||||||||||||||||||||||||||||||||| 

HCMV AD169 81549  GATCATGCTGTCGACGGTGGAGATACTGCTGAGGTCAATCATGCGT  81594 

 

IE1 

IE1 TR PCR        CTGCATGAAGGTCTTTGCCCAGTACATTCTGGGGGCCGATCCTCTGAGAGTCTGCTC   

                  ||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

HCMV TR 172786    CTGCATGAAGGTCTTTGCCCAGTACATTCTGGGGGCCGATCCTCTGAGAGTCTGCTC  172730 

 

IE1 AD169 PCR     GAGGAGATCTGCATGAAGGTCTTTGCCCAGTACATTCTGGGGGCCGATCCTCTGAGAGTCTGCTC 

                  ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

HCMV AD169 172407 GAGGAGATCTGCATGAAGGTCTTTGCCCAGTACATTCTGGGGGCCGATCCTCTGAGAGTCTGCTC  


