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A. Population Selection
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C. Maternal Lines
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Figure S2. Experimental Design. A. Three populations with significant differences in trait values as determined by
Permanova were selected. B. PCA was performed for each population, and maternal lines within populations were stratified

along PC1. C. To capture the breadth of trait expression within populations, three maternal lines were selected from the H, M,
and L PC1 groups for each population. 20 replicates from each maternal line were then randomly assigned to a single abiotic

treatment. Maternal lines were not replicated across treatments.





